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<151> 2001-02-08 



<150> 60/271,021 
<151> 2001-02-22 

<150> 60/275, 946 
<151> 2001-03-14 

<150> 60/278,150 
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<151> 2001-01-10 
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<160> 581 

<170> Patentln Ver. 2. 

<210> 1 
<211> 948 
<212> DNA 

<213> Homo sapiens 
<400> 1 

ccatgaggaa tttctcggtg 
gtctggagac tattctgttg 
acctgctcat cttgctggct 
tcctgtgcaa gctgtctgtt 
tgtgctatct ttcagggaac 
tcttctacca tttcctgggc 
gctttgttgc catttgtcac 
tca'tcctagc catggggacc 
tcaccttcca attgccttac 
cagtcatgct gaagctggct 
gtgtgggcct catgcccctc 
tcttctccat cttggagatc 



gtgtccgaat tcatcctgct 
gtcctgtttt tgtccttcta 
attgtctcct ctgctcggct 
tttgacctat ttttcccttc 
agccgagcca tctcctatgc 
tgcactgagt gtttcctgta 
cctctacgct acaccataat 
tcattctttg gctgcattca 
tgtgtcccca atgaggtgga 
tgtgcagata cctcagccct 
agctgtttcc ttctcatcct 
tgctctgccg agggccgacg 



gggcatccct cacacggagg 60 
catcttcacc cttatgggga 120 
tcacacgccc atgtacttct 180 
tgtgagttcc cctaagatgc 240 
aggctgtgca tcccagctct 300 
cacggtgatg gcctacgacc 360 
catgagccac agagcatgta 420 
ggccaccttt ctgaccactc 480 
ctattatttc tgtgatatcc 540 
ggagatggtg gggttcatca 600 
cacctcctac agtggcatcg 660 
ccgtgccttc tccacctgca 720 



2 



gcgcccacct caccgccatc ctgctttttt acatgccagt ggtcctcatt tacctgaggc 780 

ctacccacag cctgtggttg gatgcaactg ttcaaattct gaataacctg gtcaccccca 840 

tgctgaaccc cttaatctac agtctcagga ataaggaggt gaaattatca ctaaggaagg 900 

tcttatatca gctgggcttc cttcctgagc agttgtagag agaaataa 948 



<210> 2 

<211> 310 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Val Lys Gly Asn His Ser Thr Val Thr Glu Phe Asn Leu Ala Gly 
15 10 15 

Leu Thr Asp Lys Pro Glu Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 
20 25 30 

Gly lie Tyr Val Val Thr Val Val Gly Asn Leu Ser Met lie Thr Leu 
35 40 45 

He Gly Phe Ser Ser His Leu His Thr Pro Met Tyr His Phe Leu Ser 
50 55 60 

Ser Leu Ser Phe He Asp Leu Cys Gin Ser Ser Val He Thr Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Val Ser Glu Arg Asn He He Ser Tyr Pro Ala 
85 90 95 

Cys Met Thr Gin Leu Tyr Phe Phe Leu Val Leu Val lie Ser Glu Cys 
100 105 110 

His Met Leu Ala Ala Met Ala Tyr Asp His Tyr He Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr His Val Ala Met Ser Tyr Gin Val Cys Ser Trp Met 
130 135 140 

Val Val Glu Val Tyr Phe Met Gly Phe He Gly Ala Thr Cys Ser His 
145 150 155 160 

Ser Leu His Ala Lys Ser Ala Phe Leu Glu Gly Arg Cys Asn Gin Pro 
165 170 175 

Leu Leu Leu Gly Ser Phe Pro Thr Thr Gly Ala Leu Pro Leu Gin Tyr 
180 185 190 



3 



Phe Tyr Gin Arg Asn 
195 

Phe Arg Ser Leu Thr 
210 

lie Leu Cys lie Arg 
225 

Cys Ser Ser His He 
245 

Phe Met Tyr Leu Gin 
260 

Val Phe Cys Val Leu 
275 

Tyr Ser Leu Arg Asn 
290 

Glu Lys Arg Ser Phe 
305 



Ser Ser Leu Cys Phe 
200 

He Leu Ser Ser Tyr 
215 

Ser Thr Glu Gly Arg 
230 

Ser Ala Val Ser Val 
250 

Pro Ser Ser Val Ser 
265 

Cys Tyr Cys Cys Ala 
280 

Lys Asp Val Lys Val 
295 

Leu 
310 



Ser Ala Phe Asn He Leu 
205 

He Phe He Val Ala Ser 
220 

Ser Lys Thr Phe Ser Thr 
235 240 

Phe Phe Gly Ser Ala Ala 
255 

Ser Met Asp Gin Gly Ser 
270 

His Ala Glu Pro Pro He 
285 

Ala Leu He Lys Phe Leu 
300 



<210> 3 

<211> 948 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ccatgaggaa tttctcggtg gtgtccgaat tcatcctgct gggcatccct cacacggagg 60 
gtctggagac tattctgttg gtcctgtttt tgtccttcta catcttcacc cttatgggga 120 
acctgctcat cttgctggct attgtctcct ctgctcggct tcacacgccc atgtacttct 180 
tcctgtgcaa gctgtctgtt tttgacctat ttttcccttc tgtgagttcc cctaagatgc 240 
tgtgctatct ttcagggaac agccgagcca tctcctatgc aggctgtgca tcccagctct 300 
tcttctacca tttcctgggc tgcactgagt gtttcctgta cacggtgatg gcctacgacc 360 
gctttgttgc catttgtcac cctctacgct acaccataat catgagccac agagcatgta 420 
tcatcctagc catggggacc tcattctttg gctgcattca ggccaccttt ctgaccactc 480 
tcaccttcca attgccttac tgtgtcccca atgaggtgga ctattatttc tgtgatatcc 540 
cagtcatgct gaagctggct tgtgcagata cctcagccct ggagatggtg gggttcatca 600 
gtgtgggcct catgcccctc agctgtttcc ttctcatcct cacctcctac agtggcatcg 660 
tcttctccat cttggagatc tgctctgccg agggccgacg ccgtgccttc tccacctgca 720 
gcgcccacct caccgccatc ctgctttttt acatgccagt ggtcctcatt tacctgaggc 780 
ctacccacag cctgtggttg gatgcaactg ttcaaattct gaataacctg gtcaccccca 840 
tgctgaaccc cttaatctac agtctcagga ataaggaggt gaaattatca ctaaggaagg 900 
tcttatatca gctgggcttc cttcctgagc agttgtagag agaaataa 948 
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<210> 4 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Arg Asn Phe Ser Val Val Ser Glu Phe He Leu Leu Gly He Pro 
15 10 15 

His Thr Glu Gly Leu Glu Thr He Leu Leu Val Leu Phe Leu Ser Phe 
20 25 30 

Tyr He Phe Thr Leu Met Gly Asn Leu Leu He Leu Leu Ala He Val 
35 40 45 

Ser Ser Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Cys Lys Leu 
50 55 60 

Ser Val Phe Asp Leu Phe Phe Pro Ser Val Ser Ser Pro Lys Met Leu 
65 10 75 80 

Cys Tyr Leu Ser Gly Asn Ser Arg Ala He Ser Tyr Ala Gly Cys Ala 
85 90 95 

Ser Gin Leu Phe Phe Tyr His Phe Leu Gly Cys Thr Glu Cys Phe Leu 
100 105 110 

Tyr Thr Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 
115 120 125 

Arg Tyr Thr lie He Met Ser His Arg Ala Cys He He Leu Ala Met 
130 135 140 

Gly Thr Ser Phe Phe Gly Cys He Gin Ala Thr Phe Leu Thr Thr Leu 
145 150 155 160 

Thr Phe Gin Leu Pro Tyr Cys Val Pro Asn Glu Val Asp Tyr Tyr Phe 
165 170 175 

Cys Asp He Pro Val Met Leu Lys Leu Ala Cys Ala Asp Thr Ser Ala 
180 185 190 

Leu Glu Met Val Gly Phe He Ser Val Gly Leu Met Pro Leu Ser Cys 
195 200 205 

Phe Leu Leu He Leu Thr Ser Tyr Ser Gly He Val Phe Ser He Leu 
210 215 220 
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Glu He Cys Ser Ala Glu Gly Arg Arg Arg Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ala His Leu Thr Ala He Leu Leu 
245 

Tyr Leu Arg Pro Thr His Ser Leu 
260 

Leu Asn Asn Leu Val Thr Pro Met 
275 280 

Arg Asn Lys Glu Val Lys Leu Ser 
290 295 

Gly Phe Leu Pro Glu Gin Leu 
305 310 



Phe Tyr Met Pro Val Val Leu He 
250 255 

Trp Leu Asp Ala Thr Val Gin He 
265 270 

Leu Asn Pro Leu He Tyr Ser Leu 
285 

Leu Arg Lys Val Leu Tyr Gin Leu 
300 



<210> 5 

<211> 948 

<212> DNA 

<213> Homo sapiens 

<400> 5 

ccatgaggaa tttctcggtg gtgtccgaat 
gtctggagac tattctgttg gtcctgtttt 
acctgctcat cttgctggct attgtctcct 
tcctgtgcaa gctgtctgtt tttgacctat 
tgtgctatct ttcagggaac agccgagcca 
tcttctacca tttcctgggc tgcactgagt 
gctttgttgc catttgtcac cctctacgct 
tcatcctagc catggggacc tcattctttg 
tcaccttcca attgccttac tgtgtcccca 
cagtcatgct gaagctggct tgtgcagata 
gtgtgggcct catgcccctc agctgtttcc 
tcttctccat cttggagatc tgctctgccg 
gcgcccacct caccgccatc ctgctttttt 
ctacccacag cctgtggttg gatgcaactg 
tgctgaaccc cttaatctac agtctcagga 
tcttatatca gctgggcttc cttcctgagc 



tcatcctgct gggcatccct cacacggagg 60 
tgtccttcta catcttcacc cttatgggga 120 
ctgctcggct tcacacgccc atgtacttct 180 
ttttcccttc tgtgagttcc cctaagatgc 240 
tctcctatgc aggctgtgca tcccagctct 300 
gtttcctgta cacggtgatg gcctacgacc 360 
acaccataat catgagccac agagcatgta 420 
gctgcattca ggccaccttt ctgaccactc 480 
atgaggtgga ctattatttc tgtgatatcc 540 
cctcagccct ggagatggtg gggttcatca 600 
ttctcatcct cacctcctac agtggcatcg 660 
agggccgacg ccgtgccttc tccacctgca 720 
acatgccagt ggtcctcatt tacctgaggc 780 
ttcaaattct gaataacctg gtcaccccca 840 
ataaggaggt gaaattatca ctaaggaagg 900 
agttgtagag agaaataa 948 



<210> 6 
<211> 311 
<212> PRT 

<213> Homo sapiens 



6 



<400> 6 
Met 
1 



Arg Asn Phe Ser Val Val Ser Glu Phe He Leu Leu Gly lie Pre 

10 15 



His Thr Glu Gly Leu Glu Thr He Leu Leu Val Leu Phe Leu Ser Phe 

25 30 



20 



Tyr lie Phe Thr Leu Met Gly Asn Leu Leu lie Leu Leu Ala lie Val 
35 40 45 



Ser Ser Ala Arg Leu 
50 



His Thr Pro Met Tyr Phe Phe Leu Cys Lys Leu 



55 



60 



Ser Val Phe Asp Leu Phe Phe Pro Ser Val Ser Ser Pro Lys Met Leu 

65 70 75 

Cys Tyr Leu Ser Gly Asn Ser Arg Ala He Ser Tyr Ala Gly Cys Ala 



Ser Gin Leu Phe 
100 



85 90 
Phe Tyr His Phe Leu Gly Cys Thr Glu Cys Phe Leu 



105 



110 



Tyr Thr Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 
115 120 125 

Arg Tyr Thr He He Met Ser His Arg Ala Cys He lie Leu Ala Met 
130 135 140 

Gly Thr Ser Phe Phe Gly Cys He Gin Ala Thr Phe Leu Thr Thr Leu 



145 



150 



155 



Thr Phe Gin Leu Pro Tyr Cys Val Pro Asn Glu Val Asp Tyr Tyr Phe 



165 



170 



Cys Asp I 



le Pro Val Met Leu Lys Leu Ala Cys Ala Asp Thr Ser Ala 



180 



185 



190 



Leu Glu Met 
195 



Val Gly Phe He Ser Val Gly Leu Met Pro Leu Ser Cys 



200 



205 



Phe 



Leu Leu He Leu Thr Ser Tyr Ser Gly He Val Phe Ser He Leu 



210 



215 



220 



Glu lie Cys Ser Ala Glu Gly Arg Arg Arg Ala Phe Ser Thr Cys Ser 



225 



230 



Ala His Leu Thr Ala He Leu Leu Phe Tyr Met Pro Val Val Leu He 



245 



250 



255 



Tyr Leu Arg Pro Thr His Ser Leu Trp Leu Asp Ala Thr Val Gin He 
260 265 270 

Leu Asn Asn Leu Val Thr Pro Met Leu Asn Pro Leu He Tyr Ser Leu 
275 280 285 

Arg Asn Lys Glu Val Lys Leu Ser Leu Arg Lys Val Leu Tyr Gin Leu 
290 295 300 

Gly Phe Leu Pro Glu Gin Leu 
305 310 



<210> 7 

<211> 923 

<212> DNA 

<213> Homo sapiens 

<400> 7 

aaaccctgat ggggggcttt gggactaaca 
gcttccctga gatgaagggt ctggagcact 
ctatttcctt cctgggcaac atcctcatcc 
accagccaat gtactacttc ctgtctcttt 
ctacattgcc cactgtactg gctgctgtgt 
cctgcctggc ccagatgttc ttcatccact 
tggccatgag ttttgaccac tatgtggcca 
tcactgatgt ccgtgtggcc cacaatggca 
tattcccact tcccttcctc ctgaagagac 
cccattccta ctgtctgcat gcagacctga 
acagcatgta tggcctgttc attgtcatct 
tcctctccta tgtgctcatt ctacattctg 
ttaagacact caacacatgt gtgtcacata 
tggttagtgt gtccatggtt catcgatttg 
tcatgtctct ttgtacctcc aatgctctac 
attcgcagga gactacacaa gat 



tctcaagtac taccagcttc actctaacag 60 
ggctggctgc ccttctgctg ctgctttatg 120 
tctttatcat aaaggaagag cagagcttgc 180 
tttctgttaa tgacctgggt gtgtcctttt 240 
gttttcatgc cccagagaca acttttgatg 300 
tttcctcctg gacagagttt ggcatcctac 360 
tctgtaaccc gctgcgctat gccacagtgc 420 
tatccattgt catccgcagc ttctgcatgg 480 
tgcctttctg taaggccagt gtggtactgg 540 
ttcggctgcc ctggggagac actaccatca 600 
ctgcctttgg tgtagattca ctgctcatcc 660 
tgctggccat tgcctccagg ggtgagaggc 720 
tctatgcagt gctgatcttc tatgtgccta 780 
ggaggcatgc tcctgaatat gtgcacaagt 840 
ccaattatct attccatcaa gactaaggag 900 

923 



<210> 8 
<211> 295 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Gly Gly Phe Gly Thr Asn He Ser Ser Thr Thr Ser Phe Thr Leu 
15 10 15 



8 



Thr Gly Phe Pro 6l » Met Lys 81, Leu G lu His Ttp Leu Ma Ma Leu 
20 25 

L eu Leu Tyt Ma He Ser Phe Leu Gly Asn Lie Leu He Leu 

40 43 



Leu Leu 



35 



Ph e He He Lys 31u Olu Cln Ser Leu His Gin Pro Met Tyr Tyr Phe 

55 

50 



riw val Ser Phe Ser Thr Leu 
Leu Ser Leu Phe Ser Val Asn Asp Leu Gly Val qq 

65 70 



Pro Thr Val Leu Ala Ala Val Cys - ^ 9; 



85 



Phe His Ala Pro Glu Thr Thr Phe 
90 



ftsp Ma cys Leu ,1a Glu Met Phe Phe He His Phe Ser Set Ttp Thr 
100 



105 



G1 u Phe Gly He Leu Leu Ma Met Set P h e Asp His Tyr Val Ma He 

115 120 

n Tvr Ala Thr Val Leu Thr Asp Val Arg Val Ala 
Cys Asn Pro Leu Arg Tyr Ala inr ^ 

130 135 



His Asn 
145 



Gly He Set He val He Ar g Set Phe Cys Met Val Phe Pro 



150 



Leu Pr o Phe Leu Leu Lys Ar, Leu Pto Ph. Cys Lys Ma Set val Val 
165 



Leu Ala 



His set Tyr Cys Leu His Ma Asp Leu He Ar g Leu Pto Ttp 



180 



185 



Gly R sp Thr Thr He Asn set Met Tyr Gly Leu Phe lie val He Set 
195 ^ UU 



fil a Phe Giy val Asp Set Leu Leu He Leu Leu Set Tyt Val Leu He 

215 

210 Z1 ° 



Le 
225 



ti m, Qor Ara Glv Glu Arg Leu Lys Thr 
u His Ser Val Leu Ala He Ala Ser Arg Gly ^ 



230 



v i q pr His lie Tyr Ala Val Leu He Phe Tyr Val 
Leu Asn Thr Cys Val Ser His lie xy ^ 

245 



Pro Met val set Val Set Met val sis At, Phe 01, M, His Ma Pto 
260 265 



9 



Glu Tyr Val His Lys Phe Met Ser Leu Cys Thr Ser Asn Ala Leu Pro 
275 280 285 



Asn Tyr Leu Phe His Gin Asp 
290 295 



<210> 9 

<211> 948 

<212> DNA 

<213> Homo sapiens 

<400> 9 

taaatgttgg ggaattactc tagcgccact gaattttttc tcttaggctt ccctggctcc 60 
caagaagtat gccgtatcct atttgcgacc ttcttcctct tgtatgcagt gacagtgatg 120 
ggaaacgtgg tcatcatcat cactgtctgt gttgataaat gtctgcagtc ccccatttat 180 
tttttcctgg gccacctctg tgtcctggag atcctgatca catccaccgc tgtccctttt 240 
atgctctggg ggttgctgct tccaagcacc cagatcatgt ctttgacagc ctgtgctgca 300 
cagctatatt tatacctttc tttgggtacc ttggagttgg cattaatggg agtgatggct 360 
gtggaccgtt atgtggctgt gtgtaaccct ttgaggtaca acatcattat gaacagcagc 420 
accttcattt gggtgataat tgtgtcatgg gttttggggt ttctttctga aatctggcca 480 
gtttatgcca cttttcagct tactttctgc aaatcaagtg tgttagatca tttttattgt 54 0 
gaccgaggac aattgctcaa ggtatcctgt gaggacactc ttttcagaga gtttattctt 600 
tttctaatgg ctgttttcat tatcattggt tctttgatcc ctacgattgt ctcctacacc 660 
tacatcatct ccaccaacct caagattccg tcagcctctg gctggaggaa atccttttcc 720 
acctgtgcct cccacttcac ctatgttgtg attggctatg gcagctgctt gtttctctac 780 
gtgaaaccca aggaaacgca ggcagccgag tataacaggg tagtgtcact gctggtttta 84 0 
gtggtgaccc cttttctgaa cccttttatc ttcaccctga ggaatgacaa attcatacag 900 
gcctttggag atggcatgaa acactgctat aaactcctta aaaattaa 94 8 

<210> 10 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Leu Gly Asn Tyr Ser Ser Ala Thr Glu Phe Phe Leu Leu Gly Phe 
15 10 15 

Pro Gly Ser Gin Glu Val Cys Arg He Leu Phe Ala Thr Phe Phe Leu 
20 25 30 

Leu Tyr Ala Val Thr Val Met Gly Asn Val Val He He He Thr Val 
35 40 45 

Cys Val Asp Lys Cys Leu Gin Ser Pro He Tyr Phe Phe Leu Gly His 
50 55 60 
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L eu Cys val Leu Glu II. Leu lie Thr Ser Thr Ala Val Pro Phe Met 

65 10 " 

L eu Trp Gly Leu Leu Leu Pro Ser Thr Gin He Met Ser Leu Thr Ala 
85 90 

cys Ala Ala Gin Leu Tyr Leu Tyr Leu Ser Leu Gly Thr Leu Glu Leu 
100 105 

Ma Leu Met Gly Val Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 
115 120 125 

Tla x1 _ Met Asn ser Ser Thr Phe He Trp Val 
Pro Leu Arg Tyr Asn He He Met Asn t>er 

i 140 
130 1Jb 

lie lie Val Ser Trp Val Leu Gly Phe Leu Ser Glu He Trp Pro Val 
145 150 155 

Tyr Ala Thr Phe Gin Leu Thr Phe Cys Lys Ser Ser Val Leu Asp His 
165 170 

Phe Tyr Cys Asp Arg Gly Gin Leu Leu Lys Val Ser Cys Glu Asp Thr 
180 185 



Leu Phe Aro Glu Phe lie Leu Phe Leu Met Ala val Phe lie He lie 



195 



200 



Gly ser Leu He Pre Thr He Val Ser Tyr Thr Tyr He He Ser Thr 

91 'n 220 

210 



*sn Leu Lys He Pro Ser Ala Ser Gly Trp Ar, Lys Ser Phe Ser Thr 
225 230 " 

cys Ala ser His Phe Thr Tyr Val Val lie Gly Tyr Gly Ser Cys Leu 



245 



Phe Leu Tyr 



Val Lys Pro Lys Glu Thr Gin Ala Ala Glu Tyr Asn Arg 



260 



265 



270 



Val Val Ser Leu Leu Val Leu Val Val Thr Pro Phe Leu Asn Pro Phe 

2 o b 



275 



He Phe Thr Leu 
290 



280 



Arg Asn Asp Lys Phe He Gin Ala Phe Gly Asp Gly 



295 



300 



Met 
305 



Lys His Cys Tyr Lys Leu Leu Lys Asn 



310 



11 



<210> 11 

<211> 1064 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gtgcttttcc ttgggtatgc tggaccccag 
tctgtttcct cagggattga gaaaggggac 
agacttcatc cttgaggggc tcttcgatga 
gaccatggtg gtcttcctta ttgcggtgag 
cattgatccc cagcttcata caccaatgta 
tctgatgcat gtctccacaa ccatcctgaa 
atctatctcc tttgtgggct gtgcaaccca 
tgaatgtttt ctcttagctg tcatgtccta 
gcgctatgct gtgctcatga acaagaaggt 
gggggcatcc gtgaactccc taattcacat 
gcctcggaaa gtctaccact tctactgtga 
cgacatcact gtgtatgaga ccacagtgta 
cttcctgatt tctacatcct atgtcttcat 
tgggagcaag agaaatgcct ttgccacttg 
gtttggtgcc tgcatcttct cctacatgag 
caaagttggt tctgtgttct acagcatcat 
tctccggaat aaagatgtag ctaaggctct 
ccagtgcatt caacgactgc aattgtggtt 



tatttccagt cacactcttt atctccactc 60 
aatgtggcag aagaatcaga cctctctggc 120 
ctcccttacc caccttttcc ttttctcctt 180 
tggcaacacc ctcaccattc tcctcatctg 240 
tttcctgctc agccagctct ccctcatgga 300 
gatggctacc aactacctat ctggcaagaa 360 
gcacttcctc tatttgtgtc taggtggtgc 420 
tgaccgctat gttgccatct gtcatccact 480 
gggactgatg atggctgtca tgtcatggtt 540 
ggcgatcttg atgcacttcc ctttctgtgg 600 
gttcccagct gttgtgaagt tggtatgtgg 660 
catcagcagc attctcctcc tcctccccat 720 
ccttcaaagt gtcattcaga tgcgctcatc 780 
tggctcccac ctcacggtgg tttctctttg 840 
acccaggtcc cagtgcactc tattgcagaa 900 
tacgcccaca ttgaattctc tgatttatac 960 
gagaagagtg ctgaggagag atgttatcac 1020 
gccccgagtg taga 1064 



<210> 12 
<211> 348 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Leu Asp Pro Ser lie Ser Ser His Thr Leu Tyr Leu His Ser Leu 
15 10 15 

Phe Pro Gin Gly Leu Arg Lys Gly Thr Met Trp Gin Lys Asn Gin Thr 
20 25 30 

Ser Leu Ala Asp Phe lie Leu Glu Gly Leu Phe Asp Asp Ser Leu Thr 
35 40 45 

His Leu Phe Leu Phe Ser Leu Thr Met Val Val Phe Leu lie Ala Val 
50 55 60 

Ser Gly Asn Thr Leu Thr lie Leu Leu lie Cys He Asp Pro Gin Leu 
65 70 75 80 



12 



His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu Ser Leu Met Asp Leu 

90 95 



85 



Met 



His Val Ser Thr Thr He Leu Lys Met Ala Thr Asn Tyr Leu Ser 



100 



105 



110 



Gly Lys Lys 



Ser He Ser Phe Val Gly Cys Ala Thr Gin His Phe Leu 



125 



115 120 
Tyr Leu Cys Leu Gly Gly Ala Glu Cys Phe Leu Leu Ala Val Met Ser 



130 



135 



140 



Tyr Asp Arg Tyr Val Ala lie Cys His Pro Leu Arg Tyr Ala Val Leu 
145 150 I 55 160 

Met Asn Lys Lys Val Gly Leu Met Met Ala Val Met Ser Trp Leu Gly 

1KR 170 I 75 



Ala Se 



r Val Asn Ser Leu lie His Met Ala lie Leu Met His Phe Pro 



180 



185 



190 



Phe Cys Gly Pro 
195 



Arg Lys Val Tyr His Phe Tyr Cys Glu Phe Pro Ala 



200 



205 



Val Val Lys Leu Val Cys Gly Asp He Thr Val Tyr Glu Thr Thr Val 

215 220 



210 



Tyr lie Ser Ser He Leu Leu Leu Leu Pro He Phe Leu He Ser Thr 
225 230 235 

Ser Tyr Val Phe He Leu Gin Ser Val He Gin Met Arg Ser Ser Gly 

255 



245 250 
Ser Lys Arg Asn Ala Phe Ala Thr Cys Gly Ser His Leu Thr Val Val 



260 



265 



Ser Leu Trp Phe Gly Ala Cys He Phe Ser Tyr Met Arg Pro Arg Ser 



275 



280 



285 



Gin Cys Thr Leu Leu Gin Asn Lys Val Gly Ser Val Phe Tyr Ser He 
290 295 300 

He Thr Pro Thr Leu Asn Ser Leu He Tyr Thr Leu Arg Asn Lys Asp 
305 310 



Val Ala Lys 



Ala Leu Arg Arg Val Leu Arg Arg Asp Val He Thr Gin 



325 



330 



335 



13 



Cys He Gin Arg Leu Gin Leu Trp Leu Pro Arg Val 
340 345 



<210> 13 

<211> 1006 

<212> DNA 

<213> Homo sapiens 

<400> 13 

tctctgtttc ctcagggatt 
gcagacttca tccttgaggg 
ttgaccatgg tggtcttcct 
tgcattgatc cccagcttca 
gatctgatgc atgtctccac 
aaatctatct cctttgtggg 
gctgaatgtt ttctcttagc 
ctgcgctatg ctgtgctcat 
ttgggggcat ccgtgaactc 
gggcctcgga aagtctacca 
ggcgacatca ctgtgtatga 
atcttcctga tttctacatc 
tctgggagca agagaaatgc 
tggtttggtg cctgcatctt 
aacaaagttg gttctgtgtt 
actctccgga ataaagatgt 
acccagtgca ttcaacgact 



gagaaagggg acaatgtggc 
gctcttcgat gactccctta 
tattgcggtg agtggcaaca 
tacaccaatg tatttcctgc 
aatcatcctg aagatggcta 
ctgtgcaacc cagcacttcc 
tgtcatgtcc tatgaccgct 
gaacaagaag gtgggactga 
cctaattcac atggcgatct 
cttctactgt gagttcccag 
gaccacagtg tacatcagca 
ctatgtcttc atccttcaaa 
ctttgccact tgtggctccc 
ctcctacatg agacccaggt 
ctacagcatc attacgccca 
agctaaggct ctgagaagag 
gcaattgtgg ttgccccgag 



agaagaatca gacctctctg 60 
cccacctttt ccttttctcc 120 
ccctcaccat tctcctcatc 180 
tcagccagct ctccctcatg 240 
ccaactacct atctggcaag 300 
tctatttgtg tctaggtggt 360 
atgttgccat ctgtcatcca 420 
tgatggctgt catgtcatgg 480 
tgatgcactt ccctttctgt 540 
ctgttgtgaa gttggtatgt 600 
gcattctcct cctcctcccc 660 
gtgtcattca gatgcgctca 720 
acctcacggt ggtttctctt 780 
cccagtgcac tctattgcag 840 
cattgaattc tctgatttat 900 
tgctgaggag agatgttatc 960 
tgtaga 1006 



<210> 14 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Trp Gin Lys Asn Gin Thr Ser Leu Ala Asp Phe He Leu Glu Gly 
15 10 15 

Leu Phe Asp Asp Ser Leu Thr His Leu Phe Leu Phe Ser Leu Thr Met 
20 25 30 

Val Val Phe Leu He Ala Val Ser Gly Asn Thr Leu Thr He Leu Leu 
35 40 45 

He Cys He Asp Pro Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 



14 



Gl 
65 



Met 



n Leu Ser Leu Met Asp Leu Met His V.l Ser Thr lie He Leu Lys 
70 75 



Ala Thr Asn Tyr Leu Ser Gly Lys Lys Ser lie Ser Phe Val Gly 



85 



90 



Cys Ala Thr Gin His Phe Leu Tyr Leo Cys Leu Gly Gly Ala Glu Cys 

ioo 105 1 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Val Ala lie Cys His 

115 120 1 

Pro Leu Arg Tyr Ala Val Leu Met Asn Lys Lys Val Gly Leu Met Met 
130 135 

Ma val Met Ser Trp Leu Gly Ala Ser Val Asn Ser Leu lie His Met 

150 155 



145 



Ala He Leu Met His 
165 



Phe Pro Phe Cys Gly Pro Arg Lys Val Tyr His 



170 



175 



Phe Tyr Cys 



Glu Phe Pro Ala Val Val Lys Leu Val Cys Gly Asp He 



180 



185 



190 



Thr Va 



1 Tyr Glu Thr Thr Val Tyr lie Ser Ser He Leu Leu Leu Leu 



195 



200 



T1 o or Thr Tvr val Phe He Leu Gin Ser Val 

Pro He Phe Leu He Ser Thr ber iyx 

210 220 
He Gin Met Ar g Ser Ser Gly Ser Lys Ar g Asn Ala Phe Ala Thr Cys 
225 230 

24 5 250 

c^v nn rvs Thr Leu Leu Gin Asn Lys Val 
Ser Tyr Met Arg Pro Arg Ser Gin Cys mr i^u 

260 265 

Gly Ser Val Phe Tyr Ser He He Thr Pro Thr Leu Asn Ser Leu He 

275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Val Ala Lys Ala Leu Arg Arg Val Leu 

nnc 300 

290 l ^ 

« i ti 0 Thr Gin Cvs He Gin Arg Leu Gin Leu Trp Leu 
Arg Arg Asp Val He Thr Gin cys xxe * ^ 



305 



310 



15 



Pro Arg Val 



<210> 15 

<211> 988 

<212> DNA 

<213> Homo sapiens 

<400> 15 

gggacaatgt ggcagaagaa tcagacctct ctggcagact tcatccttga ggggctcttc 60 
gatgactccc ttacccacct tttccttttc tccttgacca tggtggtctt ccttattgcg 120 
gtgagtggca acaccctcac cattctcctc atctgcattg atccccagct tcatacacca 180 
atgtatttcc tgctcagcca gctctccctc atggatctga tgcatgtctc cacaaccatc 240 
ctgaagatgg ctaccaacta cctatctggc aagaaatcta tctcctttgt gggctgtgca 300 
acccagcact tcctctattt gtgtctaggt ggtgctgaat gttttctctt agctgtcatg 360 
tcctatgacc gctatgttgc catctgtcat ccactgcgct atgctgtgct catgaacaag 420 
aaggtgggac tgatgatggc tgtcatgtca tggttggggg catccgtgaa ctccctaatt 480 
cacatggcga tcttgatgca cttccctttc tgtgggcctc ggaaagtcta ccacttctac 540 
tgtgagttcc cagctgttgt gaagttggta tgtggcgaca tcactgtgta tgagaccaca 600 
gtgtacatca gcagcattct cctcctcctc cccatcttcc tgatttctac atcctatgtc 660 
ttcatccttc aaagtgtcat tcagatgcgc tcatctggga gcaagagaaa tgcctttgcc 720 
acttgtggct cccacctcac ggtggtttct ctttggtttg gtgcctgcat cttctcctac 780 
atgagaccca ggtcccagtg cactctattg cagaacaaag ttggttctgt gttctacagc 840 
atcattacgc ccacattgaa ttctctgatt tatactctcc ggaataaaga tgtagctaag 900 
gctctgagaa gagtgctgag gagagatgtt atcacccagt gcattcaacg actgcaattg 960 
tggttgcccc gagtgtagag tggaatag 988 

<210> 16 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Trp Gin Lys Asn Gin Thr Ser Leu Ala Asp Phe lie Leu Glu Gly 
15 10 15 

Leu Phe Asp Asp Ser Leu Thr His Leu Phe Leu Phe Ser Leu Thr Met 
20 25 30 

Val Val Phe Leu lie Ala Val Ser Gly Asn Thr Leu Thr lie Leu Leu 
35 40 45 

lie Cys lie Asp Pro Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Met His Val Ser Thr Thr He Leu Lys 



16 



65 

Met Ala Thr Asn Tyr Leu Ser Gly Lys Lys Ser lie Ser Phe Val Gly 
85 90 95 



Cys Ala Thr Gin His Phe Leu Tyr Leu Cys Leu Gly Gly Ala Glu Cys 

ioo 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

Pro Leu Arg Tyr Ala Val Leu Met Asn Lys Lys Val Gly Leu Met Met 



130 



135 140 



Ala Val Met Ser Trp Leu Gly Ala Ser Val Asn Ser Leu He His Met 
Ala lie Leu Met His Phe Pro Phe Cys Gly Pro Arg Lys Val Tyr His 



165 



170 175 



Phe Tyr Cys Glu Phe Pro Ala Val Val Lys Leu Val Cys Gly Asp He 

185 I 90 



180 



Thr Val Tyr Glu Thr Thr Val Ty 
195 



Val Tyr He Ser Ser He Leu Leu Leu Leu 
200 205 

Pro lie Phe Leu He Ser Thr Ser Tyr Val Phe He Leu Gin Ser Val 
210 215 220 

He Gin Met Arg Ser Ser Gly Ser Lys Arg Asn Ala Phe Ala Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Trp Phe Gly Ala Cys lie Phe 
245 250 255 

Ser Tyr Met Arg Pro Arg Ser Gin Cys Thr Leu Leu Gin Asn Lys Val 
260 265 270 

Gly Ser Val Phe Tyr Ser He He Thr Pro Thr Leu Asn Ser Leu He 
275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Val Ala Lys Ala Leu Arg Arg Val Leu 



?QS 300 
290 



Arg Arg Asp Val He Thr Gin Cys He Gin Arg Leu Gin Leu Trp Leu 
305 310 315 



Pro Arg Val 

17 



<210> 17 

<211> 1041 

<212> DNA 

<213> Homo sapiens 

<400> 17 

aatgactgtc aaaagtcatt ctatagtgac 
gccagatctc cagctctttc acttcctcat 
ggggaacttg ggcatgatca ctctaatttg 
ctacttcttc agcaatctgt cactcttgga 
gatgctggtg aactttgtgt taaagaagag 
gttctacttt ttcctggttt ttgtcattgc 
tgaccactat gttgccatct gctgcccttt 
ctgctccctg atggtggctg tggtctacac 
tgggctcata ttaaaactgc cctattgtga 
cctccctctc atgaaactct cccgatctag 
ttttgctaga ttcaacctga gaatcatgat 
tctcttcagc atcctgcaca tcagcaccac 
cagcttccac cttgcagcta tagggatgtt 
acccgccata accagttccc tggcccaaga 
aatctacgtg ccgaatcccc taatgtacag 
gcagaaaaca ctaaggagta agttttgttg 
cccaatacag tatcaatata ggaaagaagc 
tttccttcca attttctagt a 



agagttcagt ctcaggggat taacgaagca 60 
tttccttgat atccatatgg tcacaatggt 120 
tcttaactct cagcttcaca cccccatgta 180 
tctctgctat tcctccatta ctaaccctaa 240 
cattatctct tatgcagggt acatgtcaaa 300 
taggtgttac atgctgatgg tgaaggcctg 360 
gctttgcaac gtcatcatgt ctcatgtcac 420 
catgggactc gttgtctcca caatagagac 480 
actcctcacc agtcgctgct tctgtgacat 540 
tgcctatgat gttgagatgg cagtcttctt 600 
cttaacagtt cttgtttctt acaccttcat 660 
tgagggcagg tccaaagtct tcagcacctg 720 
ccatggaaag actgcattca ggtacttaaa 780 
gaatgtggcc tctgtgttct acactacagt 840 
cctgaaaaac aaggatgtaa aagctgccat 900 
cagatgtaat tatcttgagt tgctaatcaa 960 
tttctggaga tttacaaaac cataagtggc 1020 

1041 



<210> 18 
<211> 337 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Thr Val Lys Ser His Ser lie Val Thr Glu Phe Ser Leu Arg Gly 
15 10 15 

Leu Thr Lys Gin Pro Asp Leu Gin Leu Phe His Phe Leu lie Phe Leu 
20 2.5 30 

Asp lie His Met Val Thr Met Val Gly Asn Leu Gly Met He Thr Leu 
35 40 45 

He Cys Leu Asn Ser Gin Leu His Thr Pro Met Tyr Tyr Phe Phe Ser 
50 55 60 

Asn Leu Ser Leu Leu Asp Leu Cys Tyr Ser Ser He Thr Asn Pro Lys 



18 



65 
Met 



70 



75 



80 



Leu val Asn Phe Val Leu Lys Lys Ser lie lie Ser Tyr Ala Gly 
85 90 

Tyr Met Ser Lys Phe Tyr Phe Phe Leu Val Phe Val lie ,1a Ar, Cys 

100 105 
Tyr Met Leu Met Val Lys Ala Cys Asp His Tyr val Ala He Cys Cys 
115 120 125 

P ro Leu Leu Cys Asn Val lie Met Ser His Val Thr Cys Ser Leu Met 

135 14U 



130 



val Ala val Val Tyr Thr Met Sly Leu Val Val Ser Thr Ue Glu Thr 



145 



150 



155 



Met 



Gly Leu lie Leu Lys Leu Pro Tyr Cys Glu Leu Leu Thr Ser Arg Cys 
165 170 

180 185 

Asp val Glu Met Ala Val Phe Phe Phe Ala Are Phe Asn Leu Ar g lie 

195 /uu 

w n c^v T»r Thr Phe He Leu Phe Ser He 
He Leu Thr Val Leu Val Ser Tyr Thr t<ne ue 

-)i c 220 

210 

L eu His He Ser Thr Thr Glu Gly Arg Ser Lys Val Phe Ser Thr Cys 

225 230 " 

oh H ',, PU Ala Ala He Gly Met Phe His Gly Lys Thr Ala Phe 
Ser Phe His Leu flia «xd j.-lc ^ j 

■ ■ ' 245 250 

firg Tyr Leu Lys Pro Ala lie Thr Ser Ser Leu Ala Gin Glu Asn Val 

260 265 
Ala ser Val Phe Tyr Thr Thr Val Ue Tyr Val Pro Asn Pro Leu Met 



275 



280 



Tyr Se 



r Leu Lys Asn Lys Asp Val Lys Ala Ala Met Gin Lys Thr Leu 



290 



295 



300 



Arg ser Lys Phe Cys Cys Ar g Cys Asn Tyr Leu Glu Leu Leu Ue Asn 



305 

Pro He Gin Ty 



310 



r Gin Tyr Arg Lys Glu Ala Phe Trp Arg Phe Thr Lys 
19 



325 



330 



335 



Pro 



<210> 19 

<211> 937 

<212> DNA 

<213> Homo sapiens 

<400> 19 

aatggcacct ggaaatggct ctttcgtgac tgaattcatt ctggcgggat taacacatca 60 
gccagatctc cagtcccctc tgttcttcct gtttctagta atctatgtgg tcactctgtt 120 
gggaaacttg ggcttggtaa ctctaattgg gctgaactca caccttcata cccccatgta 180 
cttcttcctc tttaacttgt ccttcataga tctctgttat tcttctgtgt ttatacccaa 240 
aatgctaatg aactttattt cagagaagaa tattatgtcc ttcaaggggt gcatgaccca 300 
actttccttt tcccgatttt tttggtcatt tctgaaggtt atgtgccgac gtcaatggcg 360 
tatgatcgct gtggccatct gtaccccact tctgtatcac attgccatgt ctcctacagt 420 
gtgctccagc cttatgtttg gttcctattt gatgcctttt tctggtgcca tggcccacac 480 
tggatgcatg ctgagactga ctttctgtga tgcgaacacc atcgatcact acttctgtga 540 
catcctccct ctgctccagc tctcctgcac cagcacctac atcaatgagc tggtggtttt 600 
cactgtggtt ggcatcaaca tcattgtgcc cactgttacc atctttatct cttatggttt 660 
catcctctcc agcatcctcc atatcagttc caaggagggc aggtccaaag ctttcagcac 720 
ttgcagttcc catataattg ctgtttctct gttctttgga tcaggtgcat ttatgtatct 780 
caacccatct tctgctgggt ccatggataa gagaaaatta tcttctgtct tttatacaaa 840 
tgtggttccc atgttgaacc ccttaatcta cagcctgagg aacaaagatg ttaaatttgc 900 
cctaagaaaa gccctgagta gtaggaaact ttgataa 937 



<210> 20 

<211> 310 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Ala Pro Gly Asn Gly Ser Phe Val Thr Glu Phe He Leu Ala Gly 
15 10 15 

Leu Thr His Gin Pro Asp Leu Gin Ser Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val He Tyr Val Val Thr Leu Leu Gly Asn Leu Gly Leu Val Thr Leu 
35 40 45 

He Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
50 55 60 



20 



Asn Leu Se 
65 



r Phe lie Asp Leu Cys Tyr Ser Ser Val Phe He Pro Lys 



70 



75 



85 90 

Cy s Met Thr Gin Leu Ser Phe Ser Ar, Phe Phe Trp Ser Phe Leo Lys 

100 105 
Val Met cys Ar g Ar g Gin Trp Ar, Met lie Ma Vel Ale Lie Cys Thr 



115 

Pro Leu Leu Tyr 
130 



120 



His He Ala Met Ser Pro Thr Val Cys Ser Ser Leu 

140 



135 



Met Phe Gly Ser Tyr Leu Met Pro Phe Ser Gly Ala Met Ala His Thr 
145 150 



Gly Cys Met Leu 



Arg Leu Thr Phe Cys Asp Ala Asn Thr lie Asp His 



165 



170 



T yr Phe cys Asp lie Leo Pro Leu Lee Gin Lee Ser Cys Thr Ser Thr 
180 185 



195 



200 



Val Pro Thr Va 
210 



1 Thr lie Phe He Ser Tyr Gly Phe He Leu Ser Ser 



215 



220 



ne Lee His lie Ser Ser Lys Glu Gly Ar g Ser Lys Ala Phe Ser Thr 



225 



Cys Ser Ser His 



230 



lie He Ala Val Ser Leu Phe Phe Gly Ser Gly Ala 



245 



250 



255 



A«n Pro Ser Ser Ala Gly Ser Met Asp Lys Arg Lys 
Phe Met Tyr Leu Asn Pro ber ber rtxa y ^ 

260 265 
L «u Ser ser Val Phe Tyr Thr Asn val Val Pro Met Leu Asn Pro Leu 



275 



280 



ne Tyr ser Leu Ar, Asn Lys Asp val Lys Phe Ala Leu Ar g Lys Ala 



Tyr 
290 

Leu Ser Ser Arg Lys Leu 
305 310 



295 



21 



<210> 21 

<211> 937 

<212> DNA 

<213> Homo sapiens 

<400> 21 

aatggcacct ggaaatggct ctttcgtgac tgaattcatt ctggcgggat taacacatca 60 

gccagatctc cagtcccctc tgttcttcct gtttctagta atctatgtgg tcactctgtt 120 

gggaaacttg ggcttggtaa ctctaattgg gctgaactca caccttcata cccccatgta 180 

cttcttcctc tttaacttgt ccttcataga tctctgttat tcttctgtgt ttacacccaa 240 

aatgctaatg aactttattt cagagaagaa tattatctcc ttcaaggggt gcatgaccca 300 

acttttcttt ttctgttttt tttggtcatt tctgaatgtt atgtgccgac gtcaatggcg 360 

tatgatcgct gtggccatct gtaacccact tctgtatcac attgccatgt ctcctacagt 420 

gtgctccagc cttatgtttg gttcctattt gatggccttt tctggtgcca tggcccacac 480 

tggatgcatg ctgagactga ctttctgtga tgcgaacacc atcgatcact acttctgtga 540 

catcctccct ctgctccagc tctcctgcac cagcacctac atcaatgagc tggtggtttt 600 

cactgtggtt ggcatcaaca tcattgtgcc cactgttacc atctttatct cttatggttt 660 

catcctctcc agcatcctcc atatcagttc caaggagggc aggtccaaag ctttcagcac 720 

ttgcagttcc catataattg ctgtttctct gttctttgga tcaggtgcat ttatgtatct 780 

caacccatct tctgctgggt ccatggataa gagaaaatta tcttctgtct tttatacaaa 840 

tgtggttccc atgttgaacc ccttaatcta cagcctgagg aacaaagatg ttaaatttgc 900 

cctaagaaaa gccctgagta gtaggaaact ttgataa 937 



<210> 22 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Ala Pro Gly Asn Gly Ser Phe Val Thr Glu Phe lie Leu Ala Gly 
15 10 15 

Leu Thr His Gin Pro Asp Leu Gin Ser Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val He Tyr Val Val Thr Leu Leu Gly Asn Leu Gly Leu Val Thr Leu 
35 40 45 

He Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe He Ser Glu Lys Asn He He Ser Phe Lys Gly 
85 90 95 



22 



CyS Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Trp Ser Phe Leu Asn 



100 



105 



Val Met Cys Arg Arg Gin Trp Arg Met He Ala Val Ala He Cys Asn 



115 



120 



125 



Pro Leu Leu Tyr His lie Ala Met Ser Pro Thr Val Cys Ser Ser Leu 

135 140 



130 



Met Phe Gly Ser Ty 
145 



r Leu Met Ala Phe Ser Gly Ala Met Ala His Thr 



150 



155 



160 



Gly Cys Met Leu Arg Leu Thr Phe Cys Asp Ala Asn Thr lie Asp His 
165 "° 175 

Tyr Phe Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 
180 iab 

Tyr lie Asn Glu Leu Val Val Phe Thr Val Val Gly He Asn He He 
195 200 205 

Val Pro Thr Val Thr He Phe He Ser Tyr Gly Phe He Leu Ser Ser 
210 215 220 

lie Leu His He Ser Ser Lys Glu Gly Arg Ser Lys Ala Phe Ser Thr 



225 



Cys Ser Ser 



230 



His He He Ala Val Ser Leu Phe Phe Gly Ser Gly Ala 



245 



250 



255 



Phe Met Tyr Leu Asn Pro Ser Ser Ala Gly Ser Met Asp Lys Arg Lys 
260 265 270 

Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu 



Leu Ser Ser 
275 

He Tyr Ser 
290 



280 



285 



Leu Arg Asn Lys Asp Val Lys Phe Ala Leu Arg Lys Ala 
295 300 



Leu Ser Ser Arg Lys Leu 



305 



310 



<210> 23 

<211> 937 

<212> DNA 

<213> Homo sapiens 



23 



<400> 23 

aatggcacct ggaaatggct ctttcgtgac tgaattcatt ctggcgggat taacacatca 60 
gccagatctc cagtcccctc tgttcttcct gtttctagta atctatgtgg tcactctgtt 120 
gggaaacttg ggcttggtaa ctctaattgg gctgaactca caccttcata cccccatgta 180 
cttcttcctc tttaacttgt ccttcataga tctctgttat tcttctgtgt ttacacccaa 240 
aatgctaatg aactttattt cagagaagaa tattatctcc ttcaaggggt gcatgaccca 300 
acttttcttt ttctgttttt tttggtcatt tctgaatgtt atgtgccgac gtcaatggcg 360 
tatgatcgct gtggccatct gtaacccact tctgtatcac attgccatgt ctcctacagt 420 
gtgctccagc cttatgtttg gttcctattt gatggccttt tctggtgcca tggcccacac 480 
tggatgcatg ctgagactga ctttctgtga tgcgaacacc atcgatcact acttctgtga 540 
catcctccct ctgctccagc tctcctgcac cagcacctac atcaatgagc tggtggtttt 600 
cactgtggtt ggcatcaaca tcattgtgcc cactgttacc atctttatct cttatggttt 660 
catcctctcc agcatcctcc atatcagttc caaggagggc aggtccaaag ctttcagcac 720 
ttgcagttcc catataattg ctgtttctct gttctttgga tcaggtgcat ttatgtatct 780 
caacccatct tctgctgggt ccatggataa gagaaaatta tcttctgtct tttatacaaa 840 
tgtggttccc atgttgaacc ccttaatcta cagcctgagg aacaaagatg ttaaatttgc 900 
cctaagaaaa gccctgagta gtaggaaact ttgataa 937 



<210> 24 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Ala Pro Gly Asn Gly Ser Phe Val Thr Glu Phe He Leu Ala Gly 
15 10 15 

Leu Thr His Gin Pro Asp Leu Gin Ser Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val He Tyr Val Val Thr Leu Leu Gly Asn Leu Gly Leu Val Thr Leu 
35 40 45 

He Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe lie Ser Glu Lys Asn He He Ser Phe Lys Gly 
85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Trp Ser Phe Leu Asn 
100 105 110 

Val Met Cys Arg Arg Gin Trp Arg Met He Ala Val Ala He Cys Asn 



24 



115 



120 



125 



Pro Leu Leu Tyr His lie Ala Met Ser Pro Thr Val Cys Ser Ser Leu 
130 135 140 

Met Phe Gly Ser Tyr Leu Met Ala Phe Ser Gly Ala Met Ala His Thr 
145 150 155 160 

Gly Cys Met Leu Arg Leu Thr Phe Cys Asp Ala Asn Thr He Asp His 
165 170 175 

Tyr Phe Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 
180 185 190 

Tyr He Asn Glu Leu Val Val Phe Thr Val Val Gly He Asn He He 
195 200 205 

Val Pro Thr Val Thr He Phe He Ser Tyr Gly Phe He Leu Ser Ser 
210 215 220 

lie Leu His lie Ser Ser Lys Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His He lie Ala Val Ser Leu Phe Phe Gly Ser Gly Ala 
245 250 255 

Phe Met Tyr Leu Asn Pro Ser Ser Ala Gly Ser Met Asp Lys Arg Lys 
260 265 270 

Leu Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Phe Ala Leu Arg Lys Ala 
290 295 300 



Leu Ser Ser Arg Lys Leu 
305 310 



<210> 25 
<211> 937 
<212> DNA 

<213> Homo sapiens 
<400> 25 

aatggcacct ggaaatggct ctttcgtgac 
gccagatctc cagtcccctc tgttcttcct 
gggaaacttg ggcttggtaa ctctaattgg 

25 



tgaattcatt ctggcgggat taacacatca 60 
gtttctagta atctatgtgg tcactctgtt 120 
gctgaactca caccttcata cccccatgta 180 



cttcttcctc tttaacttgt ccttcataga tctctgttat tcttctgtgt ttacacccaa 240 
aatgctaatg aactttattt cagagaagaa tattatctcc ttcaaggggt gcatgaccca 300 
acttttcttt ttctgttttt tttggtcatt tctgaatgtt atgtgccgac gtcaatggcg 360 
tatgatcgct gtggccatct gtaacccact tctgtatcac attgccatgt ctcctacagt 420 
gtgctccagc cttatgtttg gttcctattt gatggccttt tctggtgcca tggcccacac 480 
tggatgcatg ctgagactga ctttctgtga tgcgaacacc atcgatcact acttctgtga 540 
catcctccct ctgctccagc tctcctgcac cagcacctac atcaatgagc tggtggtttt 600 
cactgtggtt ggcatcaaca tcattgtgcc cactgttacc atctttatct cttatggttt 660 
catcctctcc agcatcctcc atatcagttc caaggagggc aggtccaaag ctttcagcac 720 
ttgcagttcc catataattg ctgtttctct gttctttgga tcaggtgcat ttatgtatct 780 
caacccatct tctgctgggt ccatggataa gagaaaatta tcttctgtct tttatacaaa 840 
tgtggttccc atgttgaacc ccttaatcta cagcctgagg aacaaagatg ttaaatttgc 900 
cctaagaaaa gccctgagta gtaggaaact ttgataa 937 



<210> 26 

<211> 310 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Ala Pro Gly Asn Gly Ser Phe Val Thr Glu Phe lie Leu Ala Gly 
15 10 15 

Leu Thr His Gin Pro Asp Leu Gin Ser Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val lie Tyr Val Val Thr Leu Leu Gly Asn Leu Gly Leu Val Thr Leu 
35 40 45 

lie Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe lie Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe lie Ser Glu Lys Asn lie lie Ser Phe Lys Gly 
85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Trp Ser Phe Leu Asn 
100 105 110 

Val Met Cys Arg Arg Gin Trp Arg Met lie Ala Val Ala lie Cys Asn 
115 120 125 

Pro Leu Leu Tyr His lie Ala Met Ser Pro Thr Val Cys Ser Ser Leu 
130 135 140 



26 



Met Phe Gly Ser Tyr Leu Met Ala Phe Ser Gly Ala Met Ala His Thr 
145 150 155 160 

Gly Cys Met Leu Arg Leu Thr Phe Cys Asp Ala Asn Thr lie Asp His 
165 170 175 

Tyr Phe Cys Asp lie Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 
180 185 190 

Tyr He Asn Glu Leu Val Val Phe Thr Val Val Gly He Asn He He 
195 200 205 

Val Pro Thr Val Thr He Phe He Ser Tyr Gly Phe He Leu Ser Ser 
210 215 220 

He Leu His He Ser Ser Lys Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser Gly Ala 
245 250 255 

Phe Met Tyr Leu Asn Pro Ser Ser Ala Gly Ser Met Asp Lys Arg Lys 
260 265 270 

Leu Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Phe Ala Leu Arg Lys Ala 
290 295 300 

Leu Ser Ser Arg Lys Leu 
305 310 



<210> 27 

<211> 958 

<212> DNA 

<213> Homo sapiens 

<400> 27 

acaaaaaatg ctggctagaa acaactcctt agtgactgaa tttattcttg ctggattaac 60 

agatcatcca gagttccagc aacccctctt tttcctgttt ctagtggtct acattgtcac 120 

catggtaggc aaccttggct tgatcattct tttcggtcta aattctcacc tccacacacc 180 

aatgtactat ttcctcttca atctctcctt cattgatctc tgttactcct ctgttttcac 240 

tcccaaaatg ctaatgaact ttgtatcaaa aaagaatatt atctcctatg ttgggtgcat 300 

gactcagctg tttttctttc tcttttttgt catctctgaa tgttacatgt tgacctcaat 360 

ggcatatgat cgctatgtgg ccatctgtaa tccattgctg tataaggtca ccatgtccca 420 

tcaggtctgt tctatgctca cttttgctgc ttacataatg ggattggctg gagccacggc 480 



27 



ccacaccggg tgcatgctta gactcacctt ctgcagtgct aatatcatca accattactt 540 
gtgtgacata ctccccctcc tccagctttc ctgcaccagc acctatgtca acgaggtggt 600 
tgttctcatt gttgtgggta ttaatatcat ggtacccagt tgtaccatcc tcatttctta 660 
tgttttcatt gtcactagca ttcttcatat caaatccact caaggaagat caaaagcctt 720 
cagtacttgt agctctcatg tcattgctct gtctctgttt tttgggtcag cggcattcat 780 
gtatattaaa tattcttctg gatctatgga gcagggaaaa gtttcttctg ttttctacac 840 
taatgtggtg cccatgctca atcctctcat ctacagtttg aggaacaagg atgtcaaagt 900 
tgcactgagg aaagctctga ttaaaattca gagaagaaat atattctaat tagaagca 958 



<210> 28 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe lie Leu Ala Gly 
15 10 15 

Leu Thr Asp His Pro Glu Phe Gin Gin Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val Val Tyr He Val Thr Met Val Gly Asn Leu Gly Leu He He Leu 
35 40 45 

Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe Val Ser Lys Lys Asn He He Ser Tyr Val Gly 
85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Leu Phe Phe Val He Ser Glu Cys 
100 105 110 

Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser Met Leu 
130 135 140 

Thr Phe Ala Ala Tyr He Met Gly Leu Ala Gly Ala Thr Ala His Thr 
145 150 155 160 

Gly Cys Met Leu Arg Leu Thr Phe Cys Ser Ala Asn He He Asn His 
165 170 175 



28 



Tyr Leu Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 

185 190 



180 



Tyr 



Val Asn Glu Val Val Val Leu lie Val Val Gly He Asn He Met 



195 



200 



205 



Val Pro Ser Cys Thr lie Leu lie Ser Tyr Val Phe lie Val Thr Ser 

215 220 



210 



lie Leu His He Lys Ser Thr Gin Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Val He Ala Leu Ser Leu Phe Phe Gly Ser Ala Ala 

255 



245 



250 



Phe Met 



Ser Ser 



Tvr lie Lys Tyr Ser Ser Gly Ser Met Glu Gin Gly Lys Val 
260 ^ 265 270 

Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu He 



275 



280 



285 



Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg Lys Ala Leu 
290 295 300 

He Lys He Gin Arg Arg Asn He Phe 



305 



310 



<210> 29 
<211> 892 
<212> DNA 

<213> Homo sapiens 



ctcaccatgc cacacctcag caacaccaca tctgagttcc caatcttcct cctaacaggc 60 
ttccctgggc tggaggcctt ccacatctgg atctcaattc ccttcttcct tctgagcaca 120 
gttgctctct tagggaacag catgatccta ttggttgtta ttctggagcc aaacctccat 180 
gaacccatgt actgttttct cttcatgctg tctgccgctg acctggggct gaccctctcc 240 
acaatgccca cgaccctcag tgtcctctgg ttcagtgcac gtgaaatcat cctcaatgca 300 
tgtatcatcc agctcttttt cctccacagc tctggcttta tggaatcctc agtactgatg 360 
gccatggctt ttgaccgctt tgttgccatt tgcagacccc tcagatatgc taccatcctg 20 
acagactcca gaattctaaa gattggtgta gcaatagtcc taagaacatt ga cagcctc 0 
tctccatccc tctttctcat taagagactg tcattttgca aagtcaatgt cctttcccat 540 
tcttactgct tccaccctga tgcgcttaaa gttgcatgtt ctgattcaag gatgaacagc 600 
tatggaggct tagctgttct cattctggtc accggggttg gtacaccatg tgttgcgctt 660 
tcctacatcc tgataatcca ctctgtacta aacatcatct cttcagaggg acggaggaag 720 
gccttcgaca cttgtggatc tcacattggg gcagttgcag tcttctacat tccctgggtt 780 



29 



gttctttcag ttgtccacag atttttccac aaggcttcac caatatgtcc acccactatt 840 
gtccaacatc tatttccttg gcccctctcg gctgaacccc atcatatata gt 



<210> 30 
<211> 294 
<212> PRT 

<213> Homo sapiens 

<400> 30 _ 
Met Pro His Leu Ser Asn Thr Thr Ser Glu Phe Pro He Phe Leu Leu 
1 5 10 15 

Thr Gly Phe Pro Gly Leu Glu Ala Phe His He Trp He Ser lie Pro 

20 



25 30 



Leu Ser Thr Val Ala Leu Leu Gly Asn Ser Met lie Leu 
40 45 

Leu Val Val He Leu Glu Pro Asn Leu His Glu Pro Met Tyr Cys Phe 



Phe Phe Leu 
35 



50 



55 60 



Leu Phe Met Leu Ser Ala Ala Asp Leu Gly Leu Thr Leu Ser Thr Met 

Thr Leu Ser Val Leu Trp Phe Ser Ala Arg Glu He He Leu 
85 90 95 

Asn Ala Cys He lie Gin Leu Phe Phe Leu His Ser Ser Gly Phe Met 

ioo 105 no 

Glu Ser Ser Val Leu Met Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 I 25 

Cys Arg Pro Leu Arg Tyr Ala Thr He Leu Thr Asp Ser Arg He Leu 



Pro Thr 

85 



130 



135 140 



Lys He Gly Val Ala lie Val Leu Arg Thr Leu He Ser Leu Ser Pro 
145 150 155 160 

Ser Leu Phe Leu He Lys Arg Leu Ser Phe Cys Lys Val Asn Val Leu 



165 



170 175 



Ser His Ser Tyr Cys Phe His Pro Asp Ala Leu Lys Val Ala Cys Ser 
180 185 I 90 

Asp Ser Arg Met Asn Ser Tyr Gly Gly Leu Ala Val Leu He Leu Val 
195 200 205 



30 



Thr Gly Val Gly Thr Pro Cys Val Ala Leu Ser Tyr lie Leu lie lie 
210 215 220 



His Ser Val Leu Asn lie lie Ser 
225 230 

Asp Thr Cys Gly Ser His lie Gly 
245 

Trp Val Val Leu Ser Val Val His 
260 

lie Cys Pro Pro Thr lie Val Gin 
275 280 

Ala Glu Pro His His lie 
290 



Ser Glu Gly Arg Arg Lys Ala Phe 
235 240 

Ala Val Ala Val Phe Tyr He Pro 
250 255 

Arg Phe Phe His Lys Ala Ser Pro 
265 270 

His Leu Phe Pro Trp Pro Leu Ser 
285 



<210> 31 

<211> 1013 

<212> DNA 

<213> Homo sapiens 

<400> 31 

aaatcatgac tttggtttct tttttctctt tcctctccaa gccattgata atgctcctta 60 
gcaattcaag ctggaggcta tcccagcctt cttttctcct ggtagggatt ccaggtttag 120 
aggaaagcca gcactggatt gcactgcccc tgggcatcct ttacctcctt gctttagtgg 180 
gcaatgttac cattctcttc atcatctgga tggacccatc cttgcaccaa tctatgtacc 240 
tcttcctgtc catgctagct gccatcgacc tggttctggc ctcctccact gcacccaaag 300 
cccttgcagt gctcctggtt catgcccacg agattgggta catcgtctgc ctgatccaga 360 
tgttcttcat ccatgcattc tcctccatgg agtcaggggt acttgtggcc atggctctgg 420 
atcgctatgt agccatttgt caccccttgc accattccac aatcctgcat ccaggggtca 480 
tagggcgcat cggaatggtg gtgctggtga ggggattact actccttatc cccttcccca 540 
ttttgttggg aacacttatc ttctgccaag ccaccatcat aggccatgcc tattgtgaac 600 
atatggctgt tgtgaaactt gcctgctcag aaaccacagt caatcgagct tatgggctga 660 
ctatggcctt gcttgtgatt gggctggatg ttctggccat tggtgtttcc tatgcccaca 720 
tcctccaggc agtgctgaag gtaccaggga gtgaggcccg acttaaggcg tttagcacat 780 
gtggctctca tatttgtgtc atcctggtct tctatgtccc tggaattttc tccttcctca 840 
ctcaccgctt tggtcatcat gtaccccatc atgtccatgt tcttctggcc acacggtatc 900 
tcctcatgcc acctgcgctc aatcctcttg tctatggagt gaagactcag cagatccgcc 960 
agcgagtgct cagagtgttt acacaaaagg attgatctga acatattctc att 1013 



<210> 32 
<211> 329 
<212> PRT 



31 



<213> Homo sapiens 



Me°t°Ln 2 Leu Asp Ser Phe Phe Ser Phe Leu Leu Lys Ser Leu lie Met 



Ala Leu Ser Asn Ser Ser Trp Arg Leu Pro Gin Pro Ser Phe Phe Leu 



20 



25 



Val Gly He Pro Gly 
35 



Leu Glu Glu Ser Gin His Trp He Ala Leu Pro 



40 



45 



Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He Leu 
50 " 60 



Phe lie lie Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 

70 75 



65 



Leu 



Ser Met Leu Ala Ala He Asp Leu Val Val Ala Ser Ser Thr Ala 

9 b 



85 



90 



Pro Lys Ala Leu Ala Val Leu Leu Val Arg Ala Gin Glu lie Gly Tyr 

ioo 105 110 



Thr Val Cys Leu 
115 



lie Gin Met Phe Phe Thr His Ala Phe Ser Ser Met 



120 



125 



Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 

135 140 



130 

Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 
145 150 155 



His lie Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu lie Pro 
165 175 



Phe Leu He Leu Leu Arg Lys Leu He Phe Cys Gin Ala Thr He He 



180 



185 



190 



Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 



195 



200 



Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu Val 



210 



215 



220 



Val Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He Leu 



225 



230 



235 



32 



Gin Ala Val Leu Lys Val Pro Gly Asn Glu Ala Arg Leu Lys Ala Phe 
245 250 255 



Ser Thr Cys Gly Ser His Val Cys Val lie Leu Val Phe Tyr He Pro 
260 265 270 

Gly Met Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 
275 280 285 

His Val His Val Leu Leu Ala He Leu Tyr Arg Leu Val Pro Pro Ala 
290 295 300 

Leu Asn Pro Leu Val Tyr Arg Val Lys Thr Gin Lys He His Gin Gly 
305 310 315 320 



Val Leu Arg Val Phe Thr Leu Lys Asp 

325 



<210> 33 

<211> 1021 

<212> DNA 

<213> Homo sapiens 



<400> 33 

gtgaccttcc ctgggcatga caacccacaa ctccactggt agcagccact cactcttcat 60 
tctgctgagc attcctggct tagaagacca gcacacatgg atgtctctcc ccttctttat 120 
ttcctacctt gttgctttcc ttgggaacag cctcatcatc ttcatcatca tcactgaatg 180 
cagcctccac gaacccatgt accttttcct ctgcatgctg gctgtggctg accttatcct 240 
gtctactacc actgtgccca aggccctagc catattttgg ttctatgctg gagcaatatc 300 
ccttggtggc tgtgttaccc aaatcttctt tatccatgct accttcatcg aggaatcagg 360 
aattctgttg gcgatggcac ttgaccgcta tgtggccatc tgtgatccac tgcactatac 420 
cacagtgctc agtcgtgcaa aaatcacaaa gattggcttg gctgtggtcc tgagaagctt 480 
ctgtgtgatc atgccagatg tgtttctggt aaagcggctg cctttctgcc atagcaatct 540 
gctgccacat acctactgtg agcacatggc tgttgccaag tttgcttgtg ctgatattca 600 
tgtcaatgtt tggtatggct tgtctgtcct tctctatact gtagtgctag atgccttgct 660 
tatcttagtg tcctatagct tcatcctgta tacaggcttc cacctcccct ccccaaggag 720 
ctcggcaaaa ggctctgggc acatgtggct cccacctcag agtcatttcc atgttctact 780 
tgcctggtat ttttaccata attacccagc ggtttgggca ccatgttcct ctccatacac 840 
acattctgct ggccaatgtc tgcgtgttgg ctcctcccat gctgaacccc atcatttatg 900 
ggatcaacac caggcagatt caagagtgtg tgctcagtct tttgtcctca cagaggaaat 960 
gatgctagat ttgactaatc tgatagtatg tttatcacta tagggctttg ctttcattag 1020 
a 1021 



<210> 34 
<211> 328 
<212> PRT 



33 



<213> Homo sapiens 



<400> 34 
Met Thr 
1 



Thr His Asn Ser Thr Gly Ser Ser His Ser Leu Phe lie Leu 



10 



15 



Leu Ser He Pro 
20 



Gly Leu Glu Asp Gin His Thr Trp Met Ser Leu Pro 



25 



30 



Phe 



Phe lie Ser Tyr Leu Val Ala Phe Leu Gly Asn Ser Leu He lie 

40 45 



35 



Phe He He I 
50 



le Thr Glu Cys Ser Leu His Glu Pro Met Tyr Leu Phe 



55 



60 



LeU Cys Met Leu Ala Val Ala Asp Leu He Leu Ser Thr Thr Thr Val 
65 70 75 

Pro Lys Ala Leu Ala He Phe Trp Phe Tyr Ala Gly Ala He Ser Leu 
85 90 

Gly Gly Cys Val Thr Gin He Phe Phe He His Ala Thr Phe He Glu 



100 



105 



Glu Ser Gly He Leu Leu Ala Met Ala Leu Asp Arg Tyr Val Ala He 



115 



120 



125 



Cys Asp Pro Leu His Tyr Thr Thr Val Leu Ser Arg Ala Lys He Thr 
130 135 "0 

Lys He Gly Leu Ala Val Val Leu Arg Ser Phe Cys Val He Met Pro 
145 I 50 155 

Asp Val Phe Leu Val Lys Arg Leu Pro Phe Cys His Ser Asn Leu Leu 



165 



Pro His Thr Tyr Cys 
180 



Glu His Met Ala Val Ala Lys Phe Ala Cys Ala 



185 



190 



Asp lie His val Asn Val Trp Tyr Gly Leo Ser Val Leu Leu Tyr Thr 

L 205 



195 



200 



Va 



1 Val Leu Asp Ala Leu Leu He Leu Val Ser Tyr Ser Phe He Leu 



210 



215 



220 



Tyr Thr Gly Phe His Leu Pro Ser Pro Arg Ser Ser Ala Lys Gly Ser 



225 



230 



34 



Gly His Met Trp Leu Pro Pro Gin Ser His Phe His Val Leu Leu Ala 
245 250 255 



Trp Tyr Phe Tyr His Asn Tyr Pro Ala Val Trp Ala Pro Cys Ser Ser 
260 265 270 

Pro Tyr Thr His Ser Ala Gly Gin Cys Leu Arg Val Gly Ser Ser His 
275 280 285 

Ala Glu Pro His His Leu Trp Asp Gin His Gin Ala Asp Ser Arg Val 
290 295 300 



Cys Ala Gin Ser Phe Val Leu Thr Glu Glu Met Met Leu Asp Leu Thr 
305 310 315 320 



Asn Leu lie Val Cys Leu Ser Leu 
325 



<210> 35 

<211> 950 

<212> DNA 

<213> Homo sapiens 

<400> 35 

attactcctg caataatggc aaatctcaca atcgtgactg aatttatcct tatggggttt 60 

tctaccaata aaaatatgtg cattttgcat tcgattctct tcttgttgat ttatttgtgt 120 

gccctgatgg ggaatgtcct cattatcatg atcacaactt tggaccatca tctccacacc 180 

cccgtgtatt tcttcttgaa gaatctatct ttcttggatc tctgccttat ttcagtcacg 240 

gctcccaaat ctatcgccaa ttctttgata cacaacaact ccatttcatt ccttggctgt 300 

gtttcccagg tctttttgtt gctttcttca gcatctgcag agctgctcct cctcacggtg 360 

atgtcctttg accgctatac tgctatatgt caccctctgc actatgatgt catcatggac 420 

aggagcacct gtgtccaaag agccactgtg tcttggctgt atgggggtct gattgctgtg 480 

atgcacacag ctggcacctt ctccttatcc tactgtgggt ccaacatggt ccatcagttc 54 0 

ttctgtgaca ttccccagtt attagctatt tcttgctcag aaaatttaat aagagaaatt 600 

gcactcatcc ttattaatgt agttttggat ttctgctgtt ttattgtcat catcattacc 660 

tatgtccacg tcttctctac agtcaagaag atcccttcca cagaaggcca gtcaaaagcc 720 

tactctattt gccttccaca cttgctggtt gtgttatttc tttccactgg attcattgct 780 

tatctgaagc cagcttcaga gtctccttct attttggatg ctgtaatttc tgtgttctac 840 

actatgctgc ccccaacctt taatcccatt atatacagtt tgagaaacaa ggccataaag 900 
gtggctctgg ggatgttgat aaagggaaag ctcaccaaaa agtaaaagct 950 



<210> 36 
<211> 309 
<212> PRT 

<213> Homo sapiens 



35 



MetVAsn Leu Thr lie Val Thr Glu Phe lie Leu Met Gly Phe Ser 
1 5 10 15 

Thr Asn Lys Asn Met Cys He Leu His Ser lie Leu Phe Leu Leu He 
20 25 30 

Tyr Leu Cys Ala Leu Met Gly Asn Val Leu lie He Met lie Thr Thr 
35 40 45 

Leu Asp His 
50 



His Leu His Thr Pro Val Tyr Phe Phe Leu Lys Asn Leu 



55 



60 



Ser Phe Leu Asp Leu Cys 



Leu He Ser Val Thr Ala Pro Lys Ser Il< 



65 



70 



75 



80 



Ma Asn Ser Leu He His Asn Asn Ser He Ser Phe Leu Gly Cys Val 
85 90 95 



Ser Gin Val Phe Leu Leu Leu Ser Ser Ala Ser Ala Glu Leu Leu Leu 



100 



105 



110 



Leu Thr Val Met Ser Phe Asp Arg Tyr Thr Ala He Cys His Pro Leu 



115 



120 



125 



His Tyr Asp Val He Met Asp Arg Ser Thr Cys Val Gin Arg Ala Thr 



130 



135 



140 



Val Ser Trp Leu Tyr Gly Gly Leu He Ala Val Met His Thr Ala Gly 
145 I 50 155 

5r Leu Ser Tyr Cys Gly Ser Asn Met Val His Gin Phe Phe 



Thr Phe Sei 



165 



170 



175 



Cys Asp He Pro Gin Leu Leu Ala He Ser Cys Ser Glu Asn Leu He 
180 185 190 

Arg Glu He Ala Leu He Leu He Asn Val Val Leu Asp Phe Cys Cys 

205 



195 



200 



Phe I 
210 



le Val He He He Thr Tyr Val His Val Phe Ser Thr Val Lys 



215 



220 



Lys 
225 



lie Pro Ser Thr Glu Gly Gin Ser Lys Ala Tyr Ser He Cys Leu 



230 



235 



Pro His Leu Leu 



Val Val Leu Phe Leu Ser Thr Gly Phe He Ala Tyr 



245 



250 



255 



36 



Leu Lys Pro Ala Ser Glu Ser Pro Ser lie Leu Asp Ala Val lie Ser 
260 265 270 



Val Phe Tyr Thr Met Leu Pro Pro Thr Phe Asn Pro He He Tyr Ser 
275 280 285 

Leu Arg Asn Lys Ala He Lys Val Ala Leu Gly Met Leu He Lys Gly 
290 295 300 

Lys Leu Thr Lys Lys 
305 



<210> 37 

<211> 982 

<212> DNA 

<213> Homo sapiens 

<400> 37 

ataatggtac gaaatacttc tacacatatt tcatggccaa aaccaataat tcagaagtta 60 
ctgaattcat cctcttggga ctcacagaca atccagagct ccaagccctt ttttaggggg 120 
atctttctag tgatcaattt aagtagtgtc atgggtagcc ttgggttaat tatgctaatt 180 
catatcagtc ctcagcttca cacagctatg tatttttttc tcagccacgt agcttttgtt 240 
tatttttgct acacctcctc tatcacccct aacagcctag tgaacctcct ccaagaaact 300 
aaaagaatat ccttacctac ttgtgcctct cagttgcatt gctttatcat gtttgtggtt 360 
tgtgacatgt atgtgctctc agccatggca tatgacaggt atgtggccat ctgcaaccct 420 
ttactctata gtatcatcat gaacagaagg gtctgtattc aaatggtggt aagtacatat 480 
ttgtatggct tttctgtgag actcctacag gcaattctta cattccactt gtctttccga 540 
gattcaaata taataaataa ttcctattgt gatgatgttc ccctagcatg tctaccctat 600 
cataaaaacc attacaaaga tgtaaaagaa ctgatattgt tcacacttgc tggtttcaat 660 
acacttttct cccttcttat catcctcatc tcctacatat cagtactgtc tgccattctg 720 
agaattaatt cagctgaaag tagacaaaag gcattttcta cttgtgactc ccacctgact 780 
tctatcatca tattttatgg tataattacc ttcatgtata tgcagggaaa aacaaataat 840 
tctctggata cagacaaaat agcttctgtt ttctgtattg tgaaaattcc ttcaatatat 900 
agcctgagga accacgaagt caaagatgct ttgaagatga ttatggaaaa tctatgtctt 960 
actacaagat aaatgacctt gg 982 



<210> 38 
<211> 322 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Val Arg Asn Thr Ser Thr His lie Ser Trp Pro Lys Pro He He 
15 10 15 



37 



Gin Lys Leu Leu Asn Ser Ser Ser Trp Asp Ser Gin Thr lie Gin Ser 
20 25 30 



Ser Lys Pro Phe Phe Arg Gly He Phe Leu Val He Asn Leu Ser Ser 



35 



40 



45 



Val Met Gly Ser Leu Gly Leu lie Met Leu lie His He Ser Pro Gin 

55 60 



50 



Leu His Thr Ala Met Tyr 
65 70 75 



Phe Phe Leu Ser His Val Ala Phe Val Tyr 



80 



Phe Cys Tyr Thr Ser Ser He Thr Pro Asn Ser Leu Val Asn Leu Leu 

95 



85 



90 



Gin Glu Thr Lys Arg He Ser Leu Pro Thr Cys Ala Ser Gin Leu His 



100 



105 



110 



Cys Phe lie Met Phe Val Val Cys Asp Met Tyr Val Leu Ser Ala Met 



115 



120 



125 



Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro Leu Leu Tyr Ser He 



130 



135 



140 



lie Met Asn Arg Arg Val Cys He Gin Met Val Val Ser Thr Tyr Leu 

155 160 



145 



150 



Tyr Gly Phe Ser Val Arg 



1 Arg Leu Leu Gin Ala He Leu Thr Phe His Leu 



175 



Ser Phe Arg Asp 
180 

Pro Leu Ala Cys 
195 



165 1™ 

Ser Asn He He Asn Asn Ser Tyr Cys Asp Asp Val 
185 190 

Leu Pro Tyr His Lys Asn His Tyr Lys Asp Val Lys 



200 



205 



Glu Leu lie Leu Phe Thr Leu Ala Gly Phe Asn Thr Leu Phe Ser Leu 



210 

Leu He I 
225 



215 



220 



le Leu lie Ser Tyr He Ser Val Leu Ser Ala He Leu Arg 

235 240 



230 



lie Asn Ser 



Ala Glu Ser Arg Gin Lys Ala Phe Ser Thr Cys Asp Ser 



245 



250 



255 



His Leu Th 



r Ser lie He He Phe Tyr Gly He He Thr Phe Met Tyr 



260 



265 



270 



38 



Met Gin Gly Lys Thr Asn Asn Ser Leu Asp Thr Asp Lys He Ala Ser 
275 280 285 



Val Phe Cys He Val Lys He Pro Ser He Tyr Ser Leu Arg Asn His 
290 295 300 

Glu Val Lys Asp Ala Leu Lys Met He Met Glu Asn Leu Cys Leu Thr 
305 310 315 320 

Thr Arg 



<210> 39 

<211> 1010 

<212> DNA 

<213> Homo sapiens 

<400> 39 

gataaatggc tgaagttaat atcatttatg tcactgtatt cattctgaaa ggaattacca 60 
accggccaga gcttcaggcc ccgtgctttg gggtgttttt agttatctat ctggtcacag 120 
tgctgggcaa tcttgggttg attactttaa tcaagattga tactcgactc cacacaccta 180 
tgtactattt cctcagccac ctggcctttg ttgacctttg ttactcctct gctattacac 240 
cgaagatgat ggtgaatttt gttgtggaac gcaacaccat tcctttccat gcttgtgcaa 300 
cccaactggg ttgttttctc accttcatga tcactgagtg tttccttcta gcctccatgg 360 
cctacgattg ctatgtcgcc atctgtagtc ccctgcatta ttcaacactg atgtcaagaa 420 
gagtctgcat tcaactggtg gcagttccat atatatacag cttcctggtt gccctcttcc 480 
acaccgttat cactttccgt ctgacttact gtggcccaaa cttaattaac catttctatt 540 
gtgatgacct ccccttctta gctctgtcct gctcagacac acacatgaag gaaattctga 600 
tatttgcctt tgctggcttt gatatgatct cttcctcttc cattgtcctc acctcctaca 660 
tctttattat tgccgctatc ctaaggatcc gctctactca ggggcaacac aaagccattt 720 
ccacctgtgg ctcccatatg gtgactgtca ctattttcta tggcacactg atctttatgt 780 
acctacagcc caaatcaaat cactccttgg acacagacaa gatggcttct gtattttaca 840 
cagtggtgat ccccatgtta aaccccctaa tctatagtct aaggaacaaa gaagtgaaag 900 
atgcctcaaa gaaagccttg gataaaggtt gtgaaaactt acagatatta acatttttaa 960 
aaataagaaa actttattaa acaagcagga aataaatcaa actttttctt 1010 

<210> 40 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Ala Glu Val Asn He He Tyr Val Thr Val Phe He Leu Lys Gly 
15 10 15 

He Thr Asn Arg Pro Glu Leu Gin Ala Pro Cys Phe Gly Val Phe Leu 



39 



20 



25 



30 



Val He Ty 



r Leu Val Thr Val Leu Gly Asn Leu Gly Leu He Thr Leu 



35 



He Lys He Asp 
50 



40 



45 



Thr Arg Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 



55 



60 



His Leu Ala Phe Val Asp Leu Gys Tyr Ser Ser Ala He Thr Pro Lys 
« 70 75 



65 

Met Met Val Asn Phe 
85 



Val Val Glu Arg Asn Thr He Pro Phe His Ala 



90 



95 



Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe Met He Thr Glu Gys 

ioo i° 5 110 

Phe Leu Leu Ala Ser Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 



115 



120 



125 



Pro Leu His Tyr Ser Thr Leu Met Ser Arg Arg Val Cys He Gin Leu 



130 



135 



140 



Val Ala Val Pro Tyr He Tyr Ser Phe Leu Val Ala Leu Phe His Thr 
145 I 50 155 

Val He Thr Phe Arg Leu Thr Tyr Cys Gly Pro Asn Leu He Asn His 



165 



Phe Tyr Cys Asp Asp Leu Pro Phe Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 

His Met Lys Glu He Leu He Phe Ala Phe Ala Gly Phe Asp Met He 



195 



Ser Ser Ser Ser He Val Leu Thr Ser Tyr He Phe He He Ala Ala 
210 215 220 

Thr Gin Gly Gin His Lys Ala He Ser Thr 



He Leu Arg He Arg Ser 



225 



230 



235 



240 



Cys Gly Ser His Met Val Thr Val Thr lie Phe Tyr Gly Thr Leu He 



245 



250 



Phe Met Tyr Leu Gin Pro Lys 
260 



Ser Asn His Ser Leu Asp Thr Asp Lys 



265 



270 



Met 



Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 



275 



280 



285 



lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Ser Lys Lys Ala 
290 295 300 

Leu Asp Lys Gly Cys Glu Asn Leu Gin lie Leu Thr Phe Leu Lys lie 
305 310 315 320 



Arg Lys Leu Tyr 



<210> 41 

<211> 930 

<212> DNA 

<213> Homo sapiens 

<400> 41 

aactaaatgt tgatgaatta ctctagtgcc 
tctgaagaac tacatcatat cctttttgct 
atgggaaaca cagtcatcat catgattgtc 
tatttcttcc tcggccacct ctctgccctg 
gtgatgcttt ggggattgct gctccctggg 
gtccagctct tcttgtacct tgctgtgggg 
gctgtggacc gttatgtggc tgtctgtaac 
cacacctgca actttgtggt tcttgtgtca 
ccggtctatg tcatgtttca gcttacttac 
tgtgaccgag ggcaattgct caaactatcc 
ctcttcttaa tggctgtttt tgttctcttt 
gcctacatca tctccaccat tctcaagatc 
tccacttgtg cctcccactt cacctgtgtt 
tacgtgaaac ccaagcaaac gcaggcagct 
tcagtagtaa ctcctttcct caatcctttc 
gaggcccttc ggatggggtg aaacgctgct 



actgaatttt atctccttgg cttccctggc 60 
atattcttct ttttctactt ggtgacatta 120 
tgtgtggata aacgtctgca gtcccccatg 180 
gagatcctgg tcacaaccat aatcgtcccc 240 
atgcagacaa tatatttgtc tgcctgtgtt 300 
acaacagagt tcgcattact tggagcaatg 360 
cctctgaggt acaacatcat tatgaacaga 420 
tgggtgtttg ggtttctttt tcaaatctgg 480 
tgcaaatcaa atgtggtgaa caattttttt 540 
tgcaataata ctcttttcac ggagtttatc 600 
ggttctttga tccctacaat tgtctccaac 660 
ccgtcatcct ctggccggag gaaatccttc 720 
gtgattggct acggcagctg cttgtttctc 780 
gattacaatt gggtagtttc cctgatggtt 840 
atcttcaccc tccggaatga taaagtcata 900 

930 



<210> 42 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Leu Met Asn Tyr Ser Ser Ala Thr Glu Phe Tyr Leu Leu Gly Phe 
15 10 15 

Pro Gly Ser Glu Glu Leu His His lie Leu Phe Ala lie Phe Phe Phe 
20 25 30 



41 



Phe Tyr Leu Val Thr Leu Met Gly Asn Thr Val He He Met He Val 
35 40 45 

Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly His 

60 

50 ^ 
Leu Ser Ala Leu Glu lie Leu Val Thr Thr lie lie Val Pro Val Met 



65 



70 



75 80 



Leu Trp Gly Leu Leu Leu Pro Gly Met Gin Thr He Tyr Leu Ser Ala 
85 90 95 



Cys Val Val Gin Leu Phe Leu Tyr Leu Ala Val Gly Thr Thr Glu Phe 

ioo i° 5 110 

Ma Leu Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 
115 120 125 

Pro Leu Arg Tyr Asn He He Met Asn Arg His Thr Cys Asn Phe Val 
130 135 140 

Val Leu Val Ser Trp Val Phe Gly Phe Leu Phe Gin He Trp Pro Val 
145 "0 155 160 

Tyr Val Met Phe Gin Leu Thr Tyr Cys Lys Ser Asn Val Val Asn Asn 
165 1™ 175 

Phe Phe Cys Asp Arg Gly Gin Leu Leu Lys Leu Ser Cys Asn Asn Thr 

185 I 90 



180 



Leu Phe Thr Glu Phe He Leu Phe Leu Met Ala Val Phe Val Leu Phe 
195 



200 205 



Gly Ser Leu He Pro Thr He Val Ser Asn Ala Tyr He He Ser Thr 
210 215 220 

lie Leu Lys He Pro Ser Ser Ser Gly Arg Arg Lys Ser Phe Ser Thr 



225 



230 



235 240 



Cys Ala Ser His Phe Thr Cys Val Val lie Gly Tyr Gly Ser Cys Leu 



245 



250 



Phe Leu Tyr Val Lys Pro Lys Gin Thr Gin Ala Ala Asp Tyr Asn Trp 



260 



265 



Val Val Ser Leu Met Val Ser Val Val Thr Pro Phe Leu Asn Pro Phe 

280 285 



275 



42 



lie Phe Thr Leu Arg Asn Asp Lys Val lie Glu Ala Leu Arg Met Gly 
290 295 300 



<210> 43 

<211> 1073 

<212> DNA 

<213> Homo sapiens 

<400> 43 

ttcaatggtt ctctgtctct atctctctgt 
ttgcatgcag ggccccatac tgtggatcat 
cctcttgggc ttctcctcct ttggtgagct 
gctttatctt ctcgccttca tgggaaacac 
ccacctacat acacccatgt acttcttcct 
aaccatgact gcagtgccca ggatgctctc 
cttcactggc tgcatggtcc agttctactt 
catcctgaca gacatggccc ttgatcgctt 
cactctgatg agccgggcta tgtgtgtcca 
cctagccatg gtacccactg tcctctcccg 
catcaaccac ttcttctgtg acaatgaacc 
cctgttggaa ttctgggact ttctgatggc 
gaccctcatc tcctatggct acatagtgac 
ctgccagaag gctttctcca cttgcgggtc 
tagtaccatc tttctgtatg tcaggcctgg 
cgtggccttg gtgacttcag ttctcacccc 
caatcagaca gttaaaacag tgctacaggg 
ggcacaatga tgagcccagg gcccagggga 



ttctgcctct ccgtctgtct tttgtttctc 60 
ggcaaatctg agccagccct ccgaatttgt 120 
gcaggccctt ctgtatggcc ccttcctcat 180 
catcatcata gttatggtca tagctgacac 240 
gggcaatttt tccctgctgg agatcttggt 300 
agacctgttg gtcccccaca aagtcattac 360 
ccacttttcc ctggggtcca cctccttcct 420 
tgtggccatc tgccacccac tgcgctatgg 480 
gctggctggg gctgcctggg cagctccttt 540 
agctcatctt gattactgcc atggcgacgt 600 
tctcctgcag ttgtcatgct ctgacactcg 660 
cttgaccttt gtcctcagct ccttcctggt 720 
cactgtgctg cggatcccct ctgccagcag 780 
tcacctcaca ctggtcttca tcggctacag 840 
caaagctcac tctgtgcaag tcaggaaggt 900 
ctttctcaat ccctttatcc ttaccttctg 960 
gcagatgcag aggctgaaag gcctttgcaa 1020 
acctggcctg cctccattga gca 1073 



<210> 44 
<211> 341 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Val Leu Cys Leu Tyr Leu Ser Val Ser Ala Ser Pro Ser Val Phe 
15 10 15 

Cys Phe Ser Cys Met Gin Gly Pro lie Leu Trp lie Met Ala Asn Leu 
20 25 30 

Ser Gin Pro Ser Glu Phe Val Leu Leu Gly Phe Ser Ser Phe Gly Glu 
35 40 45 



43 



Leu Gin Ala Leu Leu Tyr Gly Pro Phe Leu Met Leu Tyr Leu Leu Ala 
50 55 60 



Phe Met Gly Asn Thr He He He Val Met Val He Ala Asp Thr His 
65 J 70 75 80 

Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Phe Ser Leu Leu Glu 
85 90 95 

He Leu Val Thr Met Thr Ala Val Pro Arg Met Leu Ser Asp Leu Leu 
100 105 HO 

Val Pro His Lys Val He Thr Phe Thr Gly Cys Met Val Gin Phe Tyr 
115 120 125 

Phe His Phe Ser Leu Gly Ser Thr Ser Phe Leu He Leu Thr Asp Met 
130 135 140 

Ala Leu Asp Arg Phe Val Ala He Cys His Pro Leu Arg Tyr Gly Thr 
145 150 155 160 

Leu Met Ser Arg Ala Met Cys Val Gin Leu Ala Gly Ala Ala Trp Ala 
165 170 175 

Ala Pro Phe Leu Ala Met Val Pro Thr Val Leu Ser Arg Ala His Leu 
180 185 190 

Asp Tyr Cys His Gly Asp Val He Asn His Phe Phe Cys Asp Asn Glu 
195 200 205 

Pro Leu Leu Gin Leu Ser Cys Ser Asp Thr Arg Leu Leu Glu Phe Trp 
210 215 220 

Asp Phe Leu Met Ala Leu Thr Phe Val Leu Ser Ser Phe Leu Val Thr 
225 230 235 240 

Leu He Ser Tyr Gly Tyr He Val Thr Thr Val Leu Arg lie Pro Ser 
245 250 255 

Ala Ser Ser Cys Gin Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr 
260 265 270 



Leu Val Phe He Gly Tyr Ser Ser Thr He Phe Leu Tyr Val Arg Pro 
275 280 285 

Gly Lys Ala His Ser Val Gin Val Arg Lys Val Val Ala Leu Val Thr 

290 295 300 



44 



Ser Val Leu Thr Pro Phe Leu Asn Pro Phe lie Leu Thr Phe Cys Asn 
305 310 315 320 



Gin Thr Val Lys Thr Val Leu Gin Gly Gin Met Gin Arg Leu Lys Gly 
325 330 335 

Leu Cys Lys Ala Gin 
340 



<210> 45 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<400> 45 

ttttgtttct cttgcatgca gggccccata ctgtggatca tggcaaatct gagccagccc 60 
tccgaatttg tcctcttggg cttctcctcc tttggtgagc tgcaggccct tctgtatggc 120 
cccttcctca tgctttatct tctcgccttc atgggaaaca ccatcatcat agttatggtc 180 
atagctgaca cccacctaca tacacccatg tacttcttcc tgggcaattt ttccctgctg 240 
gagatcttgg taaccatgac tgcagtgccc aggatgctct cagacctgtt ggtcccccac 300 
aaagtcatta ccttcactgg ctgcatggtc cagttctact tccacttttc cctggggtcc 360 
acctccttcc tcatcctgac agacatggcc cttgatcgct ttgtggccat ctgccaccca 420 
ctgcgctatg gcactctgat gagccgggct atgtgtgtcc agctggctgg ggctgcctgg 480 
gcagctcctt tcctagccat ggtacccact gtcctctccc gagctcatct tgattactgc 540 
catggcgacg tcatcaacca cttcttctgt gacaatgaac ctctcctgca gttgtcatgc 600 
tctgacactc gcctgttgga attctgggac tttctgatgg ccttgacctt tgtcctcagc 660 
tccttcctgg tgaccctcat ctcctatggc tacatagtga ccactgtgct gcggatcccc 720 
tctgccagca gctgccagaa ggctttctcc acttgcgggt ctcacctcac actggtcttc 780 
atcggctaca gtagtaccat ctttctgtat gtcaggcctg gcaaagctca ctctgtgcaa 840 
gtcaggaagg tcgtggcctt ggtgacttca gttctcaccc cctttctcaa tccctttatc 900 
cttaccttct gcaatcagac agttaaaaca gtgctacagg ggcagatgca gaggctgaaa 960 
ggcctttgca aggcacaatg atgagcccag ggcccagggg aacctggcct gcctccattg 1020 
agca 1024 



<210> 46 
<211> 321 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Gin Gly Pro lie Leu Trp lie Met Ala Asn Leu Ser Gin Pro Ser 
15 10 15 

Glu Phe Val Leu Leu Gly Phe Ser Ser Phe Gly Glu Leu Gin Ala Leu 
20 25 30 



45 



Leu Tyr Gly Pro Phe Leu Met Leu Tyr Leu Leu Ala Phe Met Gly Asn 
35 40 45 

Thr He lie He Val Met Val He Ala Asp Thr His Leu His Thr Pro 
50 55 60 

Met Tyr Phe Phe Leu Gly Asn Phe Ser Leu Leu Glu He Leu Val Thr 
65 70 75 80 

Met Thr Ala Val Pro Arg Met Leu Ser Asp Leu Leu Val Pro His Lys 
85 90 95 

Val He Thr Phe Thr Gly Cys Met Val Gin Phe Tyr Phe His Phe Ser 
100 105 HO 

Leu Gly Ser Thr Ser Phe Leu He Leu Thr Asp Met Ala Leu Asp Arg 



115 



120 



125 



Phe Val Ala He Cys His Pro Leu Arg Tyr Gly Thr Leu Met Ser Arg 
130 135 140 

Ala Met Cys Val Gin Leu Ala Gly Ala Ala Trp Ala Ala Pro Phe Leu 
145 ' 150 155 160 

Ala Met Val Pro Thr Val Leu Ser Arg Ala His Leu Asp Tyr Cys His 
165 HO 175 

Gly Asp Val He Asn His Phe Phe Cys Asp Asn Glu Pro Leu Leu Gin 
180 185 190 

Leu Ser Cys Ser Asp Thr Arg Leu Leu Glu Phe Trp Asp Phe Leu Met 
195 200 205 

Ala Leu Thr Phe Val Leu Ser Ser Phe Leu Val Thr Leu He Ser Tyr 
210 215 220 

Gly Tyr He Val Thr Thr Val Leu Arg He Pro Ser Ala Ser Ser Cys 
225 230 235 240 

Gin Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Leu Val Phe He 
245 250 255 



Gly Tyr Ser Ser Thr He Phe Leu Tyr Val Arg Pro Gly Lys Ala His 
260 265 270 

Ser Val Gin Val Arg Lys Val Val Ala Leu Val Thr Ser Val Leu Thr 
275 280 285 



46 



Pro Phe Leu Asn Pro Phe lie Leu Thr Phe Cys Asn Gin Thr Val Lys 
290 295 300 

Thr Val Leu Gin Gly Gin Met Gin Arg Leu Lys Gly Leu Cys Lys Ala 
305 310 315 320 

Gin 



<210> 47 
<211> 965 
<212> DNA 

<213> Homo sapiens 
<400> 47 

aatggcagaa actctacaac tcaattccac cttcctacac ccaaacttct tcatactgac 60 
tggctttcca gggctaggaa gtgcccagac ttggctgaca ctggtctttg ggcccattta 120 
tctgctggcc ctgctgggca atggagcact gccggcagtg gtgtggatag actccacact 180 
gcaccagccc atgtttctac tgttggccat cctggcagcc acagacctgg gcttagccac 240 
atctatagcc ccagggttgc tggctgtgct gtggcttggg ccccgatctg tgccatatgc 300 
tgtgtgcctg gtccagatgt tctttgtaca tgcactgact gccatggaat caggtgtgct 360 
tttggccatg gcctgtgatc gtgctgcggc aatagggcgt ccactgcact accctgtcct 420 
ggtcaccaaa gcctgtgtgg gttatgcagc cttggccctg gcactgaaag ctgtggctat 480 
tgttgtacct ttcccactgc tggtggcaaa gtttgagcac ttccaagcca agaccatagg 540 
ccatacctat tgtgcacaca tggcagtggt agaactggtg gtgggtaaca cacaggccac 600 
caacttatat ggtctggcac tttcactggc catctcaggt atggatattc tgggtatcac 660 
tggctcctat ggactcattg cccatgctgt gctgcagcta cctacccggg aggcccatgc 720 
caaggccttt ggtacatgta gttctcacat ctgtgtcatt ctggccttct acatacctgg 780 
tctcttctcc tacctcgcac accgctttgg tcatcacact gtcccaaagc ctgtgcacat 840 
ccttctctcc aacatctact tgctgctgcc acctgccctc aaccccctca tctatggggc 900 
ccgcaccaag cagatcagag accgactcct ggaaaccttc acattcagaa aaagcccgtt 960 
gtaat 965 



<210> 48 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 48 

Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe Leu His Pro Asn Phe 
15 10 15 

Phe lie Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 
20 25 30 

Thr Leu Val Phe Gly Pro lie Tyr Leu Leu Ala Leu Leu Gly Asn Gly 



47 



35 



40 



45 



Ala Leu Pro Ala Val Val Trp lie Asp Ser Thr Leu His Gin Pro Met 
50 55 60 

Phe Leu Leu Leu Ala lie Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 

75 80 



65 



70 



Ser lie Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 
85 90 95 

Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 HO 

Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 

Ala Ala lie Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 i4 ° 

Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala He 

155 160 



145 



150 



Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 



165 l" 70 175 



Lvs Thr lie Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 

185 190 



180 



Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 

200 205 



195 



Leu Ala lie Ser Gly Met Asp He Leu Gly He Thr Gly Ser Tyr Gly 

215 220 



210 



Leu 



He Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 

0 , n 735 240 

225 230 

Lvs Ala Phe Gly Thr Cys Ser Ser His He Cys Val He Leu Ala Phe 
* ' 250 255 



245 



Tyr 



lie Pro Gly Leu Phe Ser Tyr Leu Ala His Arg Phe Gly His His 



260 



265 



270 



Thr Val Pro Lys Pro Val His He Leu Leu Ser Asn He Tyr Leu Leu 
275 280 285 

Leu Pro Pro Ala Leu Asn Pro Leu He Tyr Gly Ala Arg Thr Lys Gin 



48 



290 



295 



300 



lie Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 



<210> 49 

<211> 986 

<212> DNA 

<213> Homo sapiens 

<400> 49 

tgcatcatga gtcacaccaa tgttaccatc ttccatcctg cagtttttgt ccttcctggc 60 
atccctgggt tggaggctta tcacatttgg ctgtcaatac ctctttgcct catttacatc 120 
actgcagtcc tgggaaacag catcctgata gtggttattg tcatggaacg taaccttcat 180 
gtgcccatgt atttcttcct ctcaatgctg gccgtcatgg acatcctgct gtctaccacc 240 
actgtgccca aggccctagc catcttttgg cttcaagcac ataacattgc ttttgatgcc 300 
tgtgtcaccc aaggcttctt tgtccatatg atgtttgtgg gggagtcagc tatcctgtta 360 
gccatggcct ttgatcgctt tgtggccatt tgtgccccac tgagatatac aacagtgcta 420 
acatggcctg ttgtggggag gat-tgctctg gccgtcatca cccgaagctt ctgcatcatc 480 
ttcccagtca tattcttgct gaagcggctg cccttctgcc taaccaacat tgttcctcac 540 
tcctactgtg agcatattgg agtggctcgt ttagcctgtg ctgacatcac tgttaacatt 600 
tggtatggct tctcagtgcc cattgtcatg gtcatcttgg atgttatcct catcgctgtg 660 
tcttactcac tgatcctccg agcagtgttt cgtttgccct cccaggatgc tcggcacaag 720 
gccctcagca cttgtggctc ccacctctgt gtcatcctta tgttttatgt tccatccttc 780 
tttaccttat tgacccatca ttttgggcgt aatattcctc aacatgtcca tatcttgctg 840 
gccaatcttt atgtggcagt gccaccaatg ctgaacccca ttgtctatgg tgtgaagact 900 
aagcagatac gtgagggtgt agcccaccgg ttctttgaca tcaagacttg gtgctgtacc 960 
tcccctctgg gctcatgaat cttcat 986 



<210> 50 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Met Ser His Thr Asn Val Thr He Phe His Pro Ala Val Phe Val Leu 
15 10 15 

Pro Gly He Pro Gly Leu Glu Ala Tyr His He Trp Leu Ser He Pro 
20 25 30 

Leu Cys Leu He Tyr He Thr Ala Val Leu Gly Asn Ser He Leu He 
35 40 45 



49 



Val Val lie Val Met Glu Arg Asn Leu His Val Pro Met Tyr Phe Phe 
50 55 60 

Leu Ser Met Leu Ala Val Met Asp He Leu Leu Ser Thr Thr Thr Val 



65 



70 



75 



80 



Pro Lys Ala Leu Ala lie Phe Trp Leu Gin Ala His Asn lie Ala Phe 



85 



90 



95 



Asp Ala Cys Val Thr Gin Gly Phe Phe Val His Met Met Phe Val Gly 
100 105 HO 

Glu Ser Ala lie Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 I 25 

Cys Ala Pro Leu Arg Tyr Thr Thr Val Leu Thr Trp Pro Val Val Gly 
130 135 1^0 



Arg lie Ala Leu Ala Val He Thr Arg Ser Phe Cys lie He Phe Pro 
145 150 I 55 



160 



Val He Phe Leu Leu Lys Arg Leu Pro Phe Cys Leu Thr Asn He Val 



165 



170 



175 



Pro His Ser Tyr Cys Glu His He Gly Val Ala Arg Leu Ala Cys Ala 



180 



185 



190 



Asp He Thr Val Asn He Trp Tyr Gly Phe Ser Val Pro He Val Met 



195 



200 205 



Val He Leu Asp Val He Leu He Ala Val Ser Tyr Ser Leu He Leu 
210 " 215 220 

Arg Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His Lys Ala Leu 

„ ft ?35 240 

225 230 ZJ3 

Ser Thr Cys Gly Ser His Leu Cys Val He Leu Met Phe Tyr Val Pro 
245 250 255 

Ser Phe Phe Thr Leu Leu Thr His His Phe Gly Arg Asn He Pro Gin 
260 265 270 

His Val His He Leu Leu Ala Asn Leu Tyr Val Ala Val Pro Pro Met 
275 280 285 



Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gly 
290 



295 300 



50 



Val Ala His Arg Phe Phe Asp He Lys Thr Trp Cys Cys Thr Ser Pro 
305 310 315 320 



Leu Gly Ser 



<210> 51 

<211> 990 

<212> DNA 

<213> Homo sapiens 

<400> 51 

acttatcatg ctaacactga ataaaacaga cctaatacca gcttcattta ttctgaatgg 60 
agtcccagga ctggaagaca cacaactctg gatttccttc ccattctgct ctatgtatgt 120 
tgtggctatg gtagggaatt gtggactcct ctacctcatt cactatgagg atgccctgca 180 
caaacccatg tactacttct tggccatgct ttcctttact gaccttgtta tgtgctctag 240 
tacaatccct aaagccctct gcatcttctg gtttcatctc aaggacattg gatttgatga 300 
atgccttgtc cagatgttct tcatccacac cttcacaggg atggagtctg gggtgcttat 360 
gcttatggcc ctggatcgct atgtggccat ctgctacccc ttacgctatt caactatcct 420 
caccaatcct gtaattgcaa aggttgggac tgccaccttc ctgagagggg tattactcat 480 
tattcccttt actttcctca ccaagcgcct gccctactgc agaggcaata tacttcccca 540 
tacctactgt gaccacatgt ctgtagccaa attgtcctgt ggtaatgtca aggtcaatgc 600 
catctatggt ctgatggttg ccctcctgat tgggggcttt gacatactgt gtatcaccat 660 
ctcctatacc atgattctcc gggcagtggt cagcctctcc tcagcagatg ctcggcagaa 720 
ggcctttaat acctgcactg cccacatttg tgccattgtt ttctcctata ctccagcttt 780 
cttctccttc ttttcccacc gctttgggga acacataatc cccccttctt gccacatcat 840 
tgtagccaat atttatctgc tcctaccacc cactatgaac cctattgtct atggggtgaa 900 
aaccaaacag atacgagact gtgtcataag gatcctttca ggttctaagg ataccaaatc 960 
ctacagcatg tgaatgaaca cttgccagga 990 



<210> 52 
<211> 321 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Met Leu Thr Leu Asn Lys Thr Asp Leu He Pro Ala Ser Phe He Leu 
15 10 15 

Asn Gly Val Pro Gly Leu Glu Asp Thr Gin Leu Trp He Ser Phe Pro 
20 25 30 

Phe Cys Ser Met Tyr Val Val Ala Met Val Gly Asn Cys Gly Leu Leu 
35 40 45 



51 



Ty 



r Leu lie His Tyr Glu Asp Ala Leu His Lys Pro Met Tyr Tyr Phe 



50 



55 



60 



Leu Ala Met Leu Ser Phe Thr Asp Leu Val Met Cys Ser Ser Thr lie 

-in 75 80 

65 70 

Pro Lys Ala Leu Cys lie Phe Trp Phe His Leu Lys Asp lie Gly Phe 
85 90 95 



Asp Glu Cys Leu Val Gin Met Phe Phe lie His Thr Phe Thr Gly Met 



100 



105 



110 



Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp Arg Tyr Val Ala lie 
115 120 125 

Cys Tyr Pro Leu Arg Tyr Ser Thr lie Leu Thr Asn Pro Val He Ala 
130 135 I 40 

Lys Val Gly Thr Ala Thr Phe Leu Arg Gly Val Leu Leu He lie Pro 
145 150 155 160 

Phe Thr Phe Leu Thr Lys Arg Leu Pro Tyr Cys Arg Gly Asn lie Leu 
165 "0 I 75 



Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys Leu Ser Cys Gly 
180 185 190 

Asn Val Lys Val Asn Ala He Tyr Gly Leu Met Val Ala Leu Leu He 



195 



200 



205 



Gly Gly Phe Asp He Leu Cys He Thr He Ser Tyr Thr Met He Leu 
210 215 220 

Arg Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 
225 230 235 240 

Asn Thr Cys Thr Ala His He Cys Ala He Val Phe Ser Tyr Thr Pro 
245 250 255 

Ala Phe Phe Ser Phe Phe Ser His Arg Phe Gly Glu His He He Pro 
260 265 270 



Pro Ser Cys His He He Val Ala Asn He Tyr Leu Leu Leu Pro Pro 

280 285 



275 



Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Asp 
290 295 300 



52 



Cys Val He Arg He Leu Ser Gly Ser Lys Asp Thr Lys Ser Tyr Ser 
305 310 315 320 



Met 



<210> 53 

<211> 1006 

<212> DNA 

<213> Homo sapiens 



<400> 53 

aattcatgtt gaatcatgaa 
ttccaggtct ctgagttcat 
ctatctctgc ccctggcact 
atcatcatct ggcagaaccc 
tgtatggtag acatgggtct 
tttgatgcca aggttattag 
tttgtgggca tggagtctgg 
tgtcaccctc ttcgctatcc 
ttcatggtgc tgagaaatgg 
gattattgct ccaagaatga 
ctggcttgtg atgacaggag 
atggggagtg atctaagtct 
agactgaact cagctgaagc 
ctcatccttt tcttttacac 
aaggctactt tgattccagt 
aaccctacag tttatgcact 
tttgccctta caaaagaaat 



tcatatgtct gcatctctca 
cctgctggga ttcccgggca 
actgtatctc tcagcacttg 
ttctttacag cagcccatgt 
ggccactact atcatcccta 
cctccctgag tgctttgctc 
tatcctactc tgcatggctt 
atcaattgtc accagttcct 
cttatttgtc actccagtgc 
aattgaacac tgcctgtgct 
gccaaacagc atttgccagt 
tattatactg tcatatattt 
tgcagccaag gccctgagca 
tattgttgta gtgatttcag 
tctacttaat gtgttgcaca 
tcagaccaaa gaacttaggg 
aagatcttag agaccttctc 



aaatctccaa tagctccaaa 60 
ttcacagctg gcaacactgg 120 
ctgcaaacac cctcatcctc 180 
atattttcct tggcatcctc 240 
agatcctggc catcttctgg 300 
agatttatgc cattcacttc 360 
ttgatagata tgtggctatt 420 
taatcttaaa agctaccctg 480 
ctgtgcttgc agcacagcgt 540 
ctaaccttgg ggtcacaagc 600 
tggttctggc atggcttgga 660 
tgattctgta ctctgtactt 720 
cttgtagttc acatctcacc 780 
tgactcatct gacagagatg 840 
acatcatccc cccttccctc 900 
cagccttcca aaaggtgctg 960 
catgat 1006 



<210> 54 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 54 

Met Asn His Met Ser Ala Ser Leu Lys He Ser Asn Ser Ser Lys Phe 
15 10 15 

Gin Val Ser Glu Phe He Leu Leu Gly Phe Pro Gly He His Ser Trp 
20 25 30 

Gin His Trp Leu Ser Leu Pro Leu Ala Leu Leu Tyr Leu Ser Ala Leu 
35 40 45 

Ala Ala Asn Thr Leu He Leu He He He Trp Gin Asn Pro Ser Leu 



53 



50 55 60 

Gin Gin Pro Met Tyr lie Phe Leu Gly He Leu Cys Met Val Asp Met 



75 



80 



65 70 

Gly Leu Ala Thr Thr lie lie Pro Lys lie Leu Ala He Phe Trp Phe 

- 95 



85 



90 



Asp Ala Lys Val He Ser Leu Pro Glu Cys Phe Ala Gin lie Tyr Ala 

105 110 



He 



100 

His Phe Phe Val Gly Met Glu Ser Gly He Leu Leu Cys Met Ala 
115 120 125 

Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He 
130 135 "0 

Val Thr Ser Ser Leu He Leu Lys Ala Thr Leu Phe Met Val Leu Arg 



155 



160 



145 150 

Asn Gly Leu Phe Val Thr Pro Val Pro Val Leu Ala Ala Gin Arg Asp 



165 



170 



Tyr Cys Ser Lys Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly 

185 I 90 



180 



Val Thr Ser Leu Ala Cys Asp Asp Arg Arg Pro Asn Ser He Cys Gin 

200 205 



195 



Leu Val Leu Ala Trp Leu Gly Met Gly Ser Asp Leu Ser Leu lie He 
* 215 220 



210 

Leu Ser Tyr 
225 



He Leu He Leu Tyr Ser Val Leu Arg Leu Asn Ser Ala 

235 240 



230 



Glu Ala Ala Ala Lys Ala Leu Ser Thr Cys Ser Ser His Leu Thr Leu 

250 255 



245 



He Leu Phe Phe Tyr Thr He 

260 265 



Val Val Val He Ser Val Thr His Leu 

270 



Thr Glu Met Lys 
275 



Ala Thr Leu He Pro Val Leu Leu Asn Val Leu His 
280 285 



Asn lie He Pro Pro Ser Leu Asn Pro Thr Val Tyr Ala Leu Gin Thr 
290 295 300 

Lys Glu Leu Arg Ala Ala Phe Gin Lys Val Leu Phe Ala Leu Thr Lys 

54 



305 



310 



315 



320 



Glu lie Arg Ser 



<210> 55 

<211> 950 

<212> DNA 

<213> Homo sapiens 

<400> 55 

tttatcctga tgggattccc tggcattcac agttggcagc actggctctc cctgcccctg 60 
gctctgctct acctcttagc tctcagtgcc aacatcctta tcctgatcat catcaacaaa 120 
gaggcagcac tgcaccagcc tatgtactat ttcctgggca tcttggctat ggcagacata 180 
ggcctggcta ccaccatcat gcctaagatt ttggccatct tatggttcaa tgctaagacc 240 
atcagtctcc tggagtgctt tgctcagatg tatgccatac attgctttgt ggccatggaa 300 
tcaagtacct ttgtctgcat ggctattgat agatatgtag ccatttgtcg accgctacga 360 
tatccatcaa tcatcactga atcttttgtt ttcaaagcaa atgggttcat ggcactgaga 420 
aacagcctgt gtctcatctc agtgcctctg ttggctgccc agaggcatta ctgctcccag 480 
aatcaaattg agcactgtct ttgttctaac cttggagtca ctagcctatc ttgtgatgat 540 
cgaagaatca atagcattaa ccaggtcctt ttggcttgga cactcatggg aagtgacctg 600 
ggtttgatta ttttatcata tgctctaata ctttactctg tcctgaagct gaactctcca 660 
gaagctgcat ccaaggcctt aagtacctgc acctcccacc tcatcttaat ccttttcttc 720 
tacacagtca tcattgtgat ttccattact cgtagtacag gaatgagagt tccccttatt 780 
ccagttctac ttaatgtgct acacaatgtc attccccctg ccctgaaccc catggtatat 840 
gcactcaaga acaaggaact caggcaaggc ttatacaagg tacttagact gggagtgaag 900 
ggcacctgat atggaaaaga tatttcattt tttgaaaatt ttcttcacat 950 



<210> 56 
<211> 299 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Gly Phe Pro Gly He His Ser Trp Gin His Trp Leu Ser Leu Pro 
15 10 15 

Leu Ala Leu Leu Tyr Leu Leu Ala Leu Ser Ala Asn He Leu He Leu 
20 25 30 

He He He Asn Lys Glu Ala Ala Leu His Gin Pro Met Tyr Tyr Phe 
35 40 45 

Leu Gly lie Leu Ala Met Ala Asp He Gly Leu Ala Thr Thr lie Met 
50 55 60 



55 



Pro Lys lie Leu Ala He Leu Trp Phe Asn Ala Lys Thr lie Ser Leu 
65 ™ 75 

Leu Glu Cys Phe Ala Gin Met Tyr Ala lie His Cys Phe Val Ala Met 
85 90 95 

Glu Ser Ser Thr Phe Val Cys Met Ala lie Asp Arg Tyr Val Ala lie 
100 H° 

Cys Arg Pro Leu Arg Tyr Pro Ser lie lie Thr Glu Ser Phe Val Phe 
115 120 125 

Lys Ala Asn Gly Phe Met Ala Leu Arg Asn Ser Leu Cys Leu lie Ser 
130 



135 140 



su Ala Ala Gin Arg His Tyr Cys Ser Gin Asn Gin He 

160 

145 



Val Pro Leu Lev 



150 155 



Glu His Cys Leu Cys Ser Asn Leu Gly Val Thr Ser Leu Ser Cys Asp 
165 "0 175 

Asp Arg Arg He Asn Ser He Asn Gin Val Leu Leu Ala Trp Thr Leu 
180 185 190 

Met Gly Ser Asp Leu Gly Leu He He Leu Ser Tyr Ala Leu He Leu 
195 200 205 

Tyr Ser Val Leu Lys Leu Asn Ser Pro Glu Ala Ala Ser Lys Ala Leu 



210 



215 220 



Ser Thr Cys Thr Ser His Leu He Leu He Leu Phe Phe Tyr Thr Val 
225 230 235 240 

lie lie Val He Ser He Thr Arg Ser Thr Gly Met Arg Val Pro Leu 



245 



250 255 



lie Pro Va 

260 



1 Leu Leu Asn Val Leu His Asn Val He Pro Pro Ala Leu 



265 270 



Asn Pro Met Val Tyr Ala Leu Lys Asn Lys Glu Leu Arg Gin Gly Leu 



275 



280 285 



Tyr Lys Val Leu Arg Leu Gly Val Lys Gly Thr 
290 295 



<210> 57 
<211> 939 



56 



<212> DNA 

<213> Homo sapiens 



<400> 57 

ccaatgactg ggggaggaaa tattacagaa atcacctatt tcatcctgct gggattctca 60 
gattttccca ggatcataaa agtgctcttc actatattcc tggtgatcta cattacatct 120 
ctggcctgga acctctccct cattgtttta ataaggatgg attcccacct ccatacaccc 180 
atgtatttct tcctcagtaa cctgtccttc atagatgtct gctatatcag ctccacagtc 240 
cccaagatgc tctccaacct cttacaggaa cagcaaacta tcacttttgt tggttgtatt 300 
attcagtact ttatcttttc aacgatggga ctgagtgagt cttgtctcat gacagccatg 360 
gcttatgatc gttatgctgc catttgtaac cccctgctct attcatccat catgtcaccc 420 
accctctgtg tttggatggt actgggagcc tacatgactg gcctcactgc ttctttattc 480 
caaattggtg ctttgcttca actccacttc tgtgggtcta atgtcatcag acatttcttc 540 
tgtgacatgc cccaactgtt aatcttgtcc tgtactgaca ctttctttgt acaggtcatg 600 
actgctatat taaccatgtt ctttgggata gcaagtgccc tagttatcat gatatcctat 660 
ggctatattg gcatctccat catgaagatc acttcagcta aaggcagtcc aaaggcattc 720 
aacacctgtg cttctcatct aacagctgtt tccctcttct atacatcagg aatctttgtc 780 
tatttgaggt ccagctctgg aggttcttca agctttgaca gatttgcatc tgttttctac 840 
actgtggtca ttcccatgtt aaatcccttg atttacagtt tgaggaacaa agaaattaaa 900 
gatgccttaa agaggttgca aaagagaaag tgctgctga 939 



<210> 58 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Thr Gly Gly Gly Asn lie Thr Glu lie Thr Tyr Phe lie Leu Leu 
15 10 15 

Gly Phe Ser Asp Phe Pro Arg lie lie Lys Val Leu Phe Thr lie Phe 
20 25 30 

Leu Val lie Tyr lie Thr Ser Leu Ala Trp Asn Leu Ser Leu lie Val 
35 40 45 

Leu lie Arg Met Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Asn Leu Ser Phe lie Asp Val Cys Tyr lie Ser Ser Thr Val Pro 
65 70 75 80 

Lys Met Leu Ser Asn Leu Leu Gin Glu Gin Gin Thr lie Thr Phe Val 
85 90 95 

Gly Cys lie lie Gin Tyr Phe lie Phe Ser Thr Met Gly Leu Ser Glu 
100 105 110 



57 



Ser Cys Leu Met Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys 
115 120 125 



Asn Pro Leu Leu Tyr Ser Ser lie Met Ser Pro Thr Leu Cys Val Trp 
130 135 140 

Met Val Leu Gly Ala Tyr Met Thr Gly Leu Thr Ala Ser Leu Phe Gin 
145 150 155 160 

lie Gly Ala Leu Leu Gin Leu His Phe Cys Gly Ser Asn Val lie Arg 
165 170 175 

His Phe Phe Cys Asp Met Pro Gin Leu Leu lie Leu Ser Cys Thr Asp 
180 185 190 

Thr Phe Phe Val Gin Val Met Thr Ala He Leu Thr Met Phe Phe Gly 
195 200 205 

He Ala Ser Ala Leu Val He Met He Ser Tyr Gly Tyr lie Gly He 
210 215 220 

Ser He Met Lys He Thr Ser Ala Lys Gly Ser Pro Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Ala Ser His Leu Thr Ala Val Ser Leu Phe Tyr Thr Ser Gly 
245 250 255 

He Phe Val Tyr Leu Arg Ser Ser Ser Gly Gly Ser Ser Ser Phe Asp 
260 265 270 

Arg Phe Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 
275 280 285 

Leu He Tyr Ser Leu Arg Asn Lys Glu He Lys Asp Ala Leu Lys Arg 
290 295 300 



Leu Gin Lys Arg Lys Cys Cys 
305 310 



<210> 59 
<211> 952 
<212> DNA 

<213> Homo sapiens 
<400> 59 

acttatgaaa gaggttcgag gcagaaatca aacagaagta acagaatttc tcctcttagg 



58 



actttccgac aatccagatc tacaaggagt cctctttgca ttgtttctgt tgatctatat 120 
ggcaaacatg gtgggcaatt tggggatgat tgtattgatt aagattgatc tctgtctcca 180 
cacccccatg tatttctttc tcagtagcct ctcttttgta gatgcctctt actcttcttc 240 
cgtcactccc aagatgctgg tgaacctcat ggctgagaat aaggccattt cttttcatgg 300 
atgtgctgcc cagttctact tctttggctc cttcctgggg actgagtgct tcctgttggc 360 
catgatggca tatgaccgct atgcagccat ttggaacccc ctgctctacc cagttctcgt 420 
gtctgggaga atttgctttt tgctaatagc tacctccttc ttagcaggtt gtggaaatgc 480 
agccatacat acagggatga cttttaggtt gtccttttgt ggttctaata ggatcaacca 540 
tttctactgt gacaccccgc cactgctcaa actctcttgc tctgataccc acttcaatgg 600 
cattgtgatc atggcattct caagttttat tgtcatcagc tgtgttatga ttgtcctcat 660 
ttcctacctg tgtatcttca ttgccgtctt gaagatgcct tcgttagagg gcaggcacaa 720 
agccttctcc acctgtgcct cttacctcat ggctgtcacc atattctttg gaacaatcct 780 
cttcatgtac ttgcgcccta catctagcta ctcaatggag caagacaagg ttgtctctgt 840 
cttttataca gtaataatcc ctgtgctaaa tcccctcatc tatagtttaa aaaataagga 900 
tgtaaaaaag gccctaaaga agatcttatg gaaacacatc ttgtagagcc at 952 



<210> 60 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Lys Glu Val Arg 
1 5 

Leu Leu Gly Leu Ser 
20 

Leu Phe Leu Leu lie 
35 

lie Val Leu lie Lys 
50 

Phe Leu Ser Ser Leu 
65 

Thr Pro Lys Met Leu 
85 

Phe His Gly Cys Ala 
100 

Thr Glu Cys Phe Leu 
115 

lie Trp Asn Pro Leu 



Gly Arg Asn Gin Thr 
10 

Asp Asn Pro Asp Leu 

25 

Tyr Met Ala Asn Met 
40 

He Asp Leu Cys Leu 
55 

Ser Phe Val Asp Ala 
70 

Val Asn Leu Met Ala 
90 

Ala Gin Phe Tyr Phe 
105 

Leu Ala Met Met Ala 
120 

Leu Tyr Pro Val Leu 



Glu Val Thr Glu Phe Leu 
15 

Gin Gly Val Leu Phe Ala 
30 

Val Gly Asn Leu Gly Met 
45 

His Thr Pro Met Tyr Phe 
60 

Ser Tyr Ser Ser Ser Val 
75 80 

Glu Asn Lys Ala He Ser 
95 

Phe Gly Ser Phe Leu Gly 
110 

Tyr Asp Arg Tyr Ala Ala 
125 

Val Ser Gly Arg He Cys 



59 



130 



135 



140 



Phe Leu Leu lie Ala Thr Ser Phe Leu Ala Gly Cys Gly Asn Ala Ala 
145 150 155 160 

lie His Thr Gly Met Thr Phe Arg Leu Ser Phe Cys Gly Ser Asn Arg 
165 170 175 

lie Asn His Phe Tyr Cys Asp Thr Pro Pro Leu Leu Lys Leu Ser Cys 
180 185 190 

Ser Asp Thr His Phe Asn Gly He Val He Met Ala Phe Ser Ser Phe 
195 200 205 

He Val He Ser Cys Val Met He Val Leu He Ser Tyr Leu Cys He 
210 215 220 

Phe He Ala Val Leu Lys Met Pro Ser Leu Glu Gly Arg His Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ala Ser Tyr Leu Met Ala Val Thr He Phe Phe Gly 
245 250 255 

Thr He Leu Phe Met Tyr Leu Arg Pro Thr Ser Ser Tyr Ser Met Glu 
260 265 270 

Gin Asp Lys Val Val Ser Val Phe Tyr Thr Val He He Pro Val Leu 
275 280 285 

Asn Pro Leu lie Tyr Ser Leu Lys Asn Lys Asp Val Lys Lys Ala Leu 
290 295 300 



Lys Lys He Leu Trp Lys His He Leu 
305 310 



<210> 61 
<211> 990 
<212> DNA 

<213> Homo sapiens 
<400> 61 

gaaatgtcca acacaaatgg cagtgcaatc 
tgcccggaac tccagtctct gctttttgtg 
ctaggcaacc tgggcatgat aatgttaatg 
tacttcttcc tcactaactt agcctttgtg 
cagatgtcga ctaatatcgt atctgagaag 
tgctacattt tcattgccct tctactcact 



acagaattca ttttacttgg gctcacagat 60 

ctgtttctgg ttgtttacct cgtcaccctg 120 

agactggact ctcgccttca cacgcccatg 180 

gatttgtgct atacatcaaa tgcaaccccg 240 

accatttcct ttgctggttg ctttacacag 300 

gagttttaca tgctggcagc aatggcctat 360 



60 



gaccgctatg tggccatata 
tgcatctgct tggccacatt 
atcctgacct tccgcctgac 
gacccgccgc tcattaagct 
atatctgctg gcttcaacct 
attcttgctg ccatcctccg 
tgtggttccc atatgatggc 
agaccaccaa cagataagac 
gtgagtccgg tacttaatcc 
ttgaagaatg tcctgagatg 
aaacattaaa tcgaaatctt 



tgaccctctg cgctacagtg 
tccctatgtc tatggcttct 
cttctgtaga tccagtgtca 
ttcttgttct gatacttatg 
ctccagctcc ctcaccatcg 
gatcaaatca gcagagggaa 
tgtcaccctg ttttatggga 
tgttgaggaa tctaaaataa 
attgatctac agtctgagga 
aaatattgtc atgaccatgg 
tggctcacat 



tgaaaacgtc caggagagtt 420 
cagatggact cttccaggcc 480 
tcaaccactt ctactgtgct 540 
tcaaagagca tgccatgttc 600 
tcttggtgtc ctatgccttc 660 
ggcacaaggc attctccacc 720 
ctctcttttg catgtatata 780 
tagctgtctt ttacaccttt 840 
ataaagatgt gaagcaggcc 900 
tgatgccttt gtttcctaat 960 

990 



<210> 62 
<211> 305 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Met Ser Asn Thr Asn Gly Ser Ala lie Thr Glu Phe He Leu Leu Gly 
15 10 15 

Leu Thr Asp Cys Pro Glu Leu Gin Ser Leu Leu Phe Val Leu Phe Leu 
20 25 30 

Val Val Tyr Leu Val Thr Leu Leu Gly Asn Leu Gly Met He Met Leu 
35 40 45 

Met Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 

Asn Leu Ala Phe Val Asp Leu Cys Tyr Thr Ser Asn Ala Thr Pro Gin 
65 70 75 80 

Met Ser Thr Asn He Val Ser Glu Lys Thr He Ser Phe Ala Gly Cys 
85 90 95 

Phe Thr Gin Cys Tyr He Phe He Ala Leu Leu Leu Thr Glu Phe Tyr 
100 105 110 

Met Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Tyr Asp Pro 
115 120 125 

Leu Arg Tyr Ser Val Lys Thr Ser Arg Arg Val Cys He Cys Leu Ala 
130 135 140 

Thr Phe Pro Tyr Val Tyr Gly Phe Ser Asp Gly Leu Phe Gin Ala He 
145 150 155 160 



61 



Leu Thr Phe Arg Leu Thr Phe Cys Arg Ser Ser Val lie Asn His Phe 
165 170 175 



Tyr Cys Ala Asp Pro Pro Leu lie Lys Leu Ser Cys Ser Asp Thr Tyr 
180 185 190 

Val Lys Glu His Ala Met Phe lie Ser Ala Gly Phe Asn Leu Ser Ser 
195 200 205 

Ser Leu Thr He Val Leu Val Ser Tyr Ala Phe He Leu Ala Ala He 
210 215 220 

Leu Arg He Lys Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Met Met Ala Val Thr Leu Phe Tyr Gly Thr Leu Phe Cys 
245 250 255 

Met Tyr He Arg Pro Pro Thr Asp Lys Thr Val Glu Glu Ser Lys He 
260 265 270 

He Ala Val Phe Tyr Thr Phe Val Ser Pro Val Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Gin Ala Leu Lys Asn Val Leu 
290 295 300 

Arg 
305 



<210> 63 

<211> 968 

<212> DNA 

<213> Homo sapiens 

<400> 63 

ccatgcagag gagcaatcac acagtgactg agtttatact gctgggcttc accacagacc 60 
cagggatgca gctgggcctc ttcgtggtgt tcctgggcgt gtactctctc actgtggtag 120 
gaaatagcac cctcatcgtg ttgatctgta atgactccca cctccacaca cccatgtatt 180 
ttgtcgttgg aaatctgtcg tttctggatc tctggtattc ttctgtctac accccaaaga 240 
tcctagtgat ctgcatctct gaagacaaaa gcatctcctt tgctggctgc ctgtgtcagt 300 
tcttcttctc tgcagggctg gcctatagtg agtgctgctt actggctgcc atggcttatg 360 
accgctacgt ggccatctcc aagcccctgc tttatgccca ggccatgtcc ataaagctgt 420 
gtgcattgct ggtagcagtc tcatattgtg gtggctttat taactcttca atcatcacca 480 
agaaaacgtt ttcctttaac ttctgccgtg aaaacatcat tgatgacttt ttctgtgatt 540 
tgcttccctt ggtggagctg gcctgtggcg agaagggcgg ctataaaatt atgatgtact 600 



62 



tcctgctggc ctccaatgtc 
tcatcaccag tgtcttgagg 
gctcctccca cctgacctct 
tccccagatc tagctattct 
tattccccat gttgaatctc 
tgaaaaaact tctcccataa 
tagatgga 



atctgccccg cagtgctcat 
atctcctcct ccaagggcta 
gtcactttat actatggctc 
tttgatatgg acaaaatagt 
atgatctaca gcctaaggaa 
atcaagatta tctccaccag 



cctggcctcc tacctcttta 660 
cctcaaagcc ttctccacat 720 
cattctctac atctacgctc 780 
ttctacattt tacactgtgg 840 
taaggatgtg aaagaggctc 900 
aggagaaaca aagacgacct 960 

968 



<210> 64 
<211> 305 
<212> PRT 

<213> Homo sapiens 

<400> 64 r ,. D . . 

Met Gin Arg Ser Asn His Thr Val Thr Glu Phe lie Leu Leu Gly Phe 

1 5 



10 15 



Thr Thr Asp Pro Gly Met Gin Leu Gly Leu Phe Val Val Phe Leu Gly 



20 



25 



30 



Val Tyr Ser Leu Thr Val Val Gly Asn Ser Thr Leu He Val Leu He 



35 



40 45 



Cys Asn Asp Ser His Leu His Thr Pro Met Tyr Phe Val Val Gly Asn 



50 



55 



60 



Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val Tyr Thr Pro Lys lie 



65 



70 



75 



80 



Leu Val He Cys lie Ser Glu Asp Lys Ser lie Ser Phe Ala Gly Cys 



85 



90 95 



Leu Cys 



Gin Phe Phe Phe Ser Ala Gly Leu Ala Tyr Ser Glu Cys Cys 



100 



105 HO 



Leu Leu 

115 



Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro 



120 125 



Leu Leu Tyr Ala Gin Ala Met Ser lie Lys Leu Cys Ala Leu Leu Val 



130 



135 I 40 



Ala Val Ser Tyr Cys Gly Gly Phe He Asn Ser Ser He He Thr Lys 



145 



150 



155 160 



Lys Thr Phe Ser Phe Asn Phe Cys Arg Glu Asn He He Asp Asp Phe 
165 I 70 175 



63 



Phe Cys Asp Leu Leu Pro Leu Val Glu Leu Ala Cys Gly Glu Lys Gly 
180 185 190 



Gly Tyr Lys lie Met Met Tyr Phe Leu Leu Ala Ser Asn Val lie Cys 
195 200 205 

Pro Ala Val Leu lie Leu Ala Ser Tyr Leu Phe lie lie Thr Ser Val 
210 215 220 

Leu Arg lie Ser Ser Ser Lys Gly Tyr Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Thr Ser Val Thr Leu Tyr Tyr Gly Ser lie Leu Tyr 
245 250 255 

lie Tyr Ala Leu Pro Arg Ser Ser Tyr Ser Phe Asp Met Asp Lys lie 
260 265 270 

Val Ser Thr Phe Tyr Thr Val Val Phe Pro Met Leu Asn Leu Met lie 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu Leu 
290 295 300 

Pro 
305 



<210> 65 
<211> 1000 
<212> DNA 

<213> Homo sapiens 
<400> 65 

aataatgtac ttccaatgat attattaaat 
ctgtttatcc ttttagagtt cacagaagat 
tttctcatca tttatgtcat cagcctctca 
gctgattctt ggccctacac acccatgtat 
ctctggtatt cctctgtcca catccccgat 
accatctcct ttcctggctg ccttgctcag 
tgctatatga tggcttccat ggcttatgac 
tattcctggg ccacattccc agagttatgt 
ggctttgtaa actcaaccat catcaccagt 
aatatcattg atgatttctt ctgtgatctg 
aaggagcgct accaggctgt gctgcatttt 
acttattctt gcgtccatct cttcatcatt 
ggccgcctcc aggtcttctc cacttgtggg 
ggtgcaatct tctttattta ctcccaacca 



gtggttagca- taataagatt acttttttta 60 
ttggggttac agcaagtgct ctttttcatc 120 
ggcaacatca ttctgaattc tctcatctgt 180 
ttcttcactg gaaaccggtt ccttctggat 240 
atcctgctga cttgcatttc tgatgacaaa 300 
ttcttctctg ctgtgttggc cttaaatgag 360 
cgctacatgg caatctccaa gcccctgctt 420 
gccagtcttg ttgaggcttc acaccttggc 480 
gagacaccta ccttgagctt ctgtggcagc 540 
cccccacttg taaagttggt gtgtgatgtg 600 
atgcttgcct ccaatcatca ctcccactgc 660 
gcagccatct cgaagatccg ttccattaag 720 
tctcccctga cggctctcac cttgtactat 780 
agaactagct atgccttaaa aatggataaa 840 



64 



ttggggtcag tgttctatac tgtggtgatt ccaatgctaa accccttgat ctatagctta 900 
agaaataagg atgtcaaaga tgccttgaag aaaatgttag atagacttca gtttcttaaa 960 
gaaaaatatt ggtaaacaat ttttaacaga ttatctccac 



<210> 66 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met lie Leu Leu Asn Val Val Ser lie lie Arg Leu Leu Phe Leu Leu 
1 5 



10 15 



lie Leu Leu Glu Phe Thr Glu Asp Leu Gly Leu Gin Gin Val Leu 
20 25 30 

le Phe Leu He lie Tyr Val He Ser Leu Ser Gly Asn He 
35 40 45 

lie Leu Asn Ser Leu He Cys Ala Asp Ser Trp Pro Tyr Thr Pro Met 
50 55 60 

Tyr Phe Phe Thr Gly Asn Arg Phe Leu Leu Asp Leu Trp Tyr Ser Ser 
65 70 75 80 

Val His lie Pro Asp He Leu Leu Thr Cys He Ser Asp Asp Lys Thr 



Phe 

20 

Phe Phe I 

35 



85 



90 95 



He Ser Phe Pro Gly Cys Leu Ala Gin Phe Phe Ser Ala Val Leu Ala 



100 



105 HO 



Leu Asn Glu Cys Tyr Met Met Ala Ser Met Ala Tyr Asp Arg Tyr Met 

115 120 125 

Ala He Ser Lys Pro Leu Leu Tyr Ser Trp Ala Thr Phe Pro Glu Leu 

130 135 140 

Cys Ala Ser Leu Val Glu Ala Ser His Leu Gly Gly Phe Val Asn Ser 

145 150 155 160 

lie lie Thr Ser Glu Thr Pro Thr Leu Ser Phe Cys Gly Ser Asn 



Thr 

165 



170 175 



He lie Asp Asp Phe Phe Cys Asp Leu Pro Pro Leu Val Lys Leu Val 
180. 185 i9 ° 

Cys Asp Val Lys Glu Arg Tyr Gin Ala Val Leu His Phe Met Leu Ala 



65 



195 



200 



205 



Ser Asn His His Ser His Cys Thr Tyr Ser Cys Val His Leu Phe lie 
210 215 220 

He Ala Ala He Ser Lys He Arg Ser He Lys Gly Arg Leu Gin Val 
225 230 235 240 

Phe Ser Thr Cys Gly Ser Pro Leu Thr Ala Leu Thr Leu Tyr Tyr Gly 
245 250 255 

Ala He Phe Phe He Tyr Ser Gin Pro Arg Thr Ser Tyr Ala Leu Lys 
260 265 270 

Met Asp Lys Leu Gly Ser Val Phe Tyr Thr Val Val He Pro Met Leu 
275 280 285 

Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Leu 
290 295 300 

Lys Lys Met Leu Asp Arg Leu Gin Phe Leu Lys Glu Lys Tyr Trp 
305 310 315 



<210> 67 

<211> 1015 

<212> DNA 

<213> Homo sapiens 

<400> 67 

ctacataatt cccaatggag 
ctgatgaccc agaactgcag 
ctctggttgg gaacctgggg 
ccatgtactt cttcctcagt 
ctcccaaggt gatggtgggg 
ccacacaatt cttcttcttt 
tggcctatga ccgctatgca 
caaatgtatg tgcttgcctg 
ttcatactgg gaacactttc 
tctgtgatgc tcctcctctc 
ttattttttt tgtggtggga 
acttatttat atttatcacc 
tttctacttg tgcttcccac 
tgtacttacg acctaactcc 
atgccatagt cattcccatg 
agagtgcctt taaaaagact 
tataaagaat tcacaataag 



aacaacacag aggtgactga 
atcccactct tcatagtctt 
atgattgaat tgattctact 
aacctctccc tggtggactt 
tttctcacag gagacaaatt 
gtagccttta tcactgcaga 
gcattgtgta aacccctgca 
gccataggct cctacatctg 
aggctctcct tctgtagatc 
ttgactctct catgttcaga 
ttcaatgacc tcttttctat 
atcatgaaga tgcgctcacc 
cttactgcag tttccatctt 
agccatttca tgggcacaga 
ttgaatccac tggtctacag 
gtagggaagg caaaggcctc 
ataatttttt ccacctcata 



attcatcctt 


gtggggttaa 


60 


ccttttcatc 


tacctcatca 


120 


ggactcctgt 


ctccacaccc 


180 


tggttattcc 


tcagctgtca 


240 


catattatat 


aatgcttgtg 


300 


aagtttcctc 


ctggcatcaa 


360 


ttacaccacc 


accatgacaa 


420 


tggtttcctg 


aatgcatcca 


480 


caatgtagtt 


gaacactttt 


540 


caactacatc 


agtgagatgg 


600 


cctggtaatc 


ttgatctcct 


660 


tgaaggacgc 


cagaaggcct 


720 


ttatgggaca 


ggaatcttta 


780 


caaaatggca 


tctgtgttct 


840 


cctgaggaac 


aaagaggtta 


900 


tataggattc 


atattttaat 


960 


ttaatctttg 


tctac 


1015 



66 



<210> 68 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Met Glu Asn Asn Thr Glu Val Thr Glu Phe lie Leu Val Gly Leu Thr 
15 10 15 

Asp Asp Pro Glu Leu Gin lie Pro Leu Phe lie Val Phe Leu Phe lie 
20 25 30 

Tyr Leu lie Thr Leu Val Gly Asn Leu Gly Met lie Glu Leu lie Leu 
35 40 45 

Leu Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
65 70 75 80 

Val Gly Phe Leu Thr Gly Asp Lys Phe lie Leu Tyr Asn Ala Cys Ala 
85 90 95 

Thr Gin Phe Phe Phe Phe Val Ala Phe lie Thr Ala Glu Ser Phe Leu 
100 105 110 

Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Leu Cys Lys Pro Leu 
115 120 125 

His Tyr Thr Thr Thr Met Thr Thr Asn Val Cys Ala Cys Leu Ala lie 
130 135 140 

Gly Ser Tyr lie Cys Gly Phe Leu Asn Ala Ser lie His Thr Gly Asn 
145 150 155 160 

Thr Phe Arg Leu Ser Phe Cys Arg Ser Asn Val Val Glu His Phe Phe 
165 170 175 

Cys Asp Ala Pro Pro Leu Leu Thr Leu Ser Cys Ser Asp Asn Tyr lie 
180 185 190 

Ser Glu Met Val He Phe Phe Val Val Gly Phe Asn Asp Leu Phe Ser 
195 200 205 

He Leu Val He Leu He Ser Tyr Leu Phe He Phe He Thr He Met 
210 215 220 



67 



Lys Met Arg Ser Pro Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Ala 
225 230 235 240 



Ser His Leu Thr Ala Val Ser lie 
245 

Tyr Leu Arg Pro Asn Ser Ser His 
260 

Ser Val Phe Tyr Ala He Val He 

275 280 

Ser Leu Arg Asn Lys Glu Val Lys 
290 295 

Lys Ala Lys Ala Ser He Gly Phe 
305 310 



Phe Tyr Gly Thr Gly He Phe Met 
250 255 

Phe Met Gly Thr Asp Lys Met Ala 
265 270 

Pro Met Leu Asn Pro Leu Val Tyr 
285 

Ser Ala Phe Lys Lys Thr Val Gly 
300 

He Phe 



<210> 69 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<400> 69 

ataatactga tggagaattg tacggaagtg acaaagttca ttcttctagg actaaccagt 60 
gtcccagaac tacagatccc cctctttatc ttgttcacct tcatctacct cctcactctg 120 
tgtgggaacc tggggatgat gttgctgatc ctgatggact cttgtctcca cacccccatg 180 
tactttttcc tcagtaacct gtctctggtg gactttggat actcctcagc tgtcactccc 240 
aaggtcatgg ctgggttcct tagaggagac aaggtcatct cctacaatgc atgtgctgtt 300 
cagatgttct tctttgtagc cttggccacg gtggaaaatt acttgttggc ctcaatggcc 360 
tatgaccgct atgcagcagt gtgcaaaccc ctacactaca ccaccaccat gacggccagt 420 
gtaggtgcct gtctggccct aggctcatat gtctgtggct tcctaaatgc ctcattccac 480 
attgggggca tattcagtct ctctttctgt aaatccaatc tggtacatca ctttttctgt 540 
gatgttccag cagtcatggc tctgtcttgc tctgataaac acactagtga ggtgattctg 600 
gtttttatgt caagctttaa tatctttttt gttcttctag ttatctttat ctcctacttg 660 
ttcatattca tcaccatctt gaagatgcat tcagctaagg gacaccaaaa agcattgtcc 720 
acctgtgcct ctcacttcac tgcagtctcc gtcttctatg ggacagtaat cttcatctac 780 
ttgcagccca gctccagcca ctccatggac acagacaaaa tggcatctgt gttctatgct 840 
atgatcatcc ccatgctgaa ccctgtggtc tacagcctga ggaacagaga agtccagaat 900 
gcattcaaga aagtgttgag aaggcaaaaa tttctataa 939 



<210> 70 
<211> 309 
<212> PRT 

<213> Homo sapiens 



68 



<400> 70 

Met Glu Asn Cys Thr Glu Val Thr Lys Phe He Leu Leu Gly Leu Thr 
! 5 10 15 

Ser Val Pro Glu Leu Gin lie Pro Leu Phe lie Leu Phe Thr Phe lie 
20 25 30 



Tyr Leu Leu Thr Leu Cys Gly Asn Leu Gly Met Met Leu Leu lie Leu 
35 40 45 

Met Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 



65 



70 



75 



80 



Ala Gly Phe Leu Arg Gly Asp Lys Val He Ser Tyr Asn Ala Cys Ala 

90 95 



85 



Val Gin Met Phe Phe Phe Val Ala Leu Ala Thr Val Glu Asn Tyr Leu 



100 



105 



110 



Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 

120 I 25 



115 



His Tyr 
130 



Thr Thr Thr Met Thr Ala Ser Val Gly Ala Cys Leu Ala Leu 
135 140 



Gly Ser Tyr Val Cys Gly Phe Leu Asn Ala Ser Phe His lie Gly Gly 
14 5 150 1" 160 



lie Phe Ser Leu Ser Phe Cys Lys Ser Asn Leu Val His His Phe Phe 
165 "0 I 75 

Cvs Asp Val Pro Ala Val Met Ala Leu Ser Cys Ser Asp Lys His Thr 
y 185 190 



180 



Ser Glu Val He Leu Val Phe Met Ser Ser Phe Asn He Phe Phe Val 
195 200 205 

Leu Leu Val He Phe He Ser Tyr Leu Phe He Phe He Thr He Leu 
210 215 220 

Lys Met His Ser Ala Lys Gly His Gin Lys Ala Leu Ser Thr Cys Ala 
2 25 230 235 240 

Ser His Phe Thr Ala Val Ser Val Phe Tyr Gly Thr Val He Phe He 

69 



245 



250 



255 



Tyr Leu Gin Pro Ser Ser Ser His 
260 

Ser Val Phe Tyr Ala Met He He 
275 280 

Ser Leu Arg Asn Arg Glu Val Gin 
290 295 

Arg Gin Lys Phe Leu 
305 



Ser Met Asp Thr Asp Lys Met Ala 
265 270 

Pro Met Leu Asn Pro Val Val Tyr 
285 

Asn Ala Phe Lys Lys Val Leu Arg 
300 



<210> 71 

<211> 991 

<212> DNA 

<213> Homo sapiens 

<400> 71 

tggtcctctt ctcttgtccc ctccgactct 
aactcttctg tgacagagtt tatcctcgaa 
cccctcttct tcctgtttct gggtttctac 
ataaccctga ttgggctgaa ctctcacctg 
ctctctttaa tagatttctg tttctccact 
gtctcaagga agaacatcat ttccttcaca 
ttctttgtcg tctctgagtc cttcatcctg 
atctgtaacc cactgttgta cacagtcacc 
ttgggtgcct atgggatggg gtttgctggg 
ctgaccttct gtgctgacaa ccttgtcaat 
gagctctcct gcaacagctc ttacatgaat 
gacgttggaa tgcccattgt cactgtcttt 
ctacacaaca gttctacaga aggcaggtcc 
attgtagttt ctcttttctt tggttctggt 
ctgcccctcg agcaagggaa agtgtcctcc 
aacccattaa tctatagctt gaggaacaag 
ggcagaaaaa tcttttctta agaaaggatt 



cctgcctgac caaaaagaat ggcagccaaa 60 
ggcttaaccc accagccggg actgcggatc 120 
acggtcaccg tggtggggaa cctgggcttg 180 
cacactccca tgtacttctt cctttttaac 240 
accatcactc ccaaaatgct gatgagtttt 300 
gggtgtatga ctcagctctt cttcttctgc 360 
tcagcgatgg cgtatgaccg ctacgtggcc 420 
atgtcttgcc aggtgtgttt gctccttttg 480 
gccatggccc acacaggaag cataatgaac 540 
catttcatgt gtgacatcct tcctctcctt 600 
gagctggtgg tctttattgt ggtggctgtt 660 
atttcttatg ccctcatcct ctccagcatt 720 
aaagccttta gtacttgcag ttcccacata 780 
gctttcatgt atctcaaacc cctttccatc 840 
ctgttctata ccataatagt ccccgtgtta 900 
gatgtcaaag ttgccctgag gagaactttg 960 
a 991 



<210> 72 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Met Ala Ala Lys Asn Ser Ser Val Thr Glu Phe He Leu Glu Gly Leu 
15 10 15 



70 



Thr His 



Gin Pro Gly Leu Arg lie Pro Leu Phe Phe Leu Phe Leu Gly 



20 



25 



30 



Phe Tyr Thr Val Thr Val Val Gly Asn Leu Gly Leu lie Thr Leu lie 

40 45 



35 



Gly Leu Asn 
50 



Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn 



55 



60 



Leu Ser Leu He Asp Phe Cys Phe Ser Thr Thr lie Thr Pro Lys Met 
65 ™ 75 



Leu Met 



Ser Phe Val Ser Arg Lys Asn lie He Ser Phe Thr Gly Cys 



85 



90 



95 



Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Val Ser Glu Ser Phe 
100 105 HO 



lie Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn Pro 
115 120 125 

Leu Leu Tyr Thr Val Thr Met Ser Cys Gin Val Cys Leu Leu Leu Leu 
130 135 I 40 

Leu Gly Ala Tyr Gly Met Gly Phe Ala Gly Ala Met Ala His Thr Gly 
" 155 160 



145 



Ser 



150 



lie Met Asn Leu Thr Phe Cys Ala Asp Asn Leu Val Asn His Phe 



165 



170 



175 



Met Cys Asp He Leu Pro Leu Leu Glu Leu Ser Cys Asn Ser Ser Tyr 

185 190 



180 



Met Asn Glu Leu Val Val Phe He Val Val Ala Val Asp Val Gly Met 

200 205 



195 



Pro 



He Val Thr Val Phe He Ser Tyr Ala Leu lie Leu Ser Ser He 



210 



215 



220 



Le 
225 



u His Asn Ser Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys 

235 240 



230 



Ser Se 



r His He He Val Val Ser Leu Phe Phe Gly Ser Gly Ala Phe 



245 



250 



255 



Met Tyr Leu Lys Pro Leu Ser He Leu Pro Leu Glu Gin Gly Lys Val 
260 2 *5 270 



Ser Ser Leu Phe Tyr Thr lie lie Val Pro Val Leu Asn Pro Leu lie 
275 280 285 



Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg Arg Thr Leu 
290 295 300 

Gly Arg Lys lie Phe Ser 
305 310 



<210> 73 

<211> 970 

<212> DNA 

<213> Homo sapiens 

<400> 73 

atgacacctg gagaactagc ccttgccagt ggcaaccaca ccccagtcac caagttcatc 60 
ttgcagggat tctccaatta tccagacctc caggagcttc tcttcggagc catcctgctc 120 
atctatgcca taacagtggt gggcaacttg ggaatgatgg cactcatctt cacagactcc 180 
catctccaaa gcccaatgta tttcttcctc aatgtcctct cgtttcttga tatttgttac 240 
tcttctgtgg tcacacctaa gctcttggtc aacttcctgg tctctgacaa gtccatctct 300 
tttgagggct gtgtggtcca gctcgccttc tttgtagtgc atgtgacagc tgagagcttc 360 
ctgctggcct ccatggccta tgaccgcttc ctagccatct gtcaacccct ccattatggt 420 
tctatcatga ccagggggac ctgtctccag ctggtagctg tgtcctatgc atttggtgga 480 
gccaactccg ctatccagac tggaaatgtc tttgccctgc ctttctgtgg gcccaaccag 540 
ctaacacact actactgtga cataccaccc cttctccacc tggcttgtgc caacacagcc 600 
acagcaagag tggtcctcta tgtcttttct gctctggtca cccttctgcc tgctgcagtc 660 
attctcacct cctactgctt ggtcttggtg gccattggga ggatgcgctc agtagcaggg 720 
agggagaagg acctctccac ttgtgcctcc cactttctgg ccattgccat tttctatggc 780 
accgtggttt tcacctatgt tcagccccat ggatctacta acaataccaa tggccaagta 840 
gtgtccgtct tctacaccat cataattccc atgctcaatc ccttcatcta tagcctccgc 900 
aacaaggagg tgaagggcgc tctgcagagg aagcttcagg tcaacatctt tcccggctga 960 
gccctgcaag 970 

<210> 74 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Met Thr Pro Gly Glu Leu Ala Leu Ala Ser Gly Asn His Thr Pro Val 
15 10 15 

Thr Lys Phe He Leu Gin Gly Phe Ser Asn Tyr Pro Asp Leu Gin Glu 
20 25 30 



72 



Leu Leu Phe Gly Ala lie Leu Leu lie Tyr Ala lie Thr Val Val Gly 

40 45 



35 



Asn Leu Gly Met Met Ala 

50 • 55 



Leu He Phe Thr Asp Ser His Leu Gin Ser 

60 



Pro Met Tyr Phe Phe Leu Asn Val Leu Ser Phe Leu Asp lie Cys Tyr 

-in 7 5 80 
65 70 

Ser Ser Val Val Thr Pro Lys Leu Leu Val Asn Phe Leu Val Ser Asp 



85 



90 



95 



Lys Ser He Ser Phe Glu Gly Cys Val Val Gin Leu Ala Phe Phe Val 
100 105 HO 

Val His Val Thr Ala Glu Ser Phe Leu Leu Ala Ser Met Ala Tyr Asp 
115 120 I 25 

Arg Phe Leu Ala lie Cys Gin Pro Leu His Tyr Gly Ser lie Met Thr 

135 140 



130 



Arg 
145 



Gly Thr Cys Leu Gin Leu Val Ala Val Ser Tyr Ala Phe Gly Gly 
150 155 160 



Ala Asn Ser Ala lie Gin Thr Gly Asn Val Phe Ala Leu Pro Phe Cys 
165 170 I 75 

Gly Pro Asn Gin Leu Thr His Tyr Tyr Cys Asp He Pro Pro Leu Leu 



180 



185 



190 



His Leu Ala Cys Ala Asn Thr Ala Thr Ala Arg Val Val Leu Tyr Val 

200 205 



195 



Phe Ser Ala Leu Val Thr Leu Leu Pro Ala Ala Val He Leu Thr Ser 
210 215 220 

Tyr Cys Leu Val Leu Val Ala He Gly Arg Met Arg Ser Val Ala Gly 



225 



230 



235 



Arg Glu Lys Asp Leu Ser Thr Cys Ala Ser His Phe Leu Ala He Ala 
~" ' " 250 2 55 



245 



lie Phe Tyr Gly Thr Val Val Phe Thr Tyr Val Gin Pro His Gly Ser 



260 



265 



270 



Thr Asn Asn Thr Asn Gly Gin Val Val Ser Val Phe Tyr Thr He He 
275 280 285 



73 



lie Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg Asn Lys Glu Val 
290 295 300 

Lys Gly Ala Leu Gin Arg Lys Leu Gin Val Asn lie Phe Pro Gly 
305 310 315 



<210> 75 

<211> 1067 

<212> DNA 

<213> Homo sapiens 

<400> 75 

gcccatgggt aactggactg cagcggtgac tgagtttgtt ctgctggggt tttccctgag 60 
cagggaggtg gagctgctgc tcctggtgct cctgctgccc acgttcctgc tgactcttct 120 
ggggaacctg ctcatcatct ccactgtgct gtcctgctcc cgcctccaca cccccatgta 180 
cttcttcttg tgcaacctct ctatcctgga catcctcttc acctcagtca tctctccaaa 240 
agtgttggcc aacttaggat ctagggataa aaccatctcc tttgccggat gtatcaccca 300 
gtgctatttc tactttttct tgggcacagt tgagttcctc ctgctgacgg tcatgtccta 360 
tgaccgttat gccaccatct gctgccccct gcggtacacc accatcatga gaccttctgt 420 
ctgcattggg accgttgtat tctcttgggt gggaggcttc ctgtctgtgc tctttccaac 480 
catcctcatc tcccagctgc ccttctgtgg ctccaatatc attaaccact tcttctgtga 540 
cagtggaccc ttgctggccc tggcctgtgc agacaccact gccatcgagc tgatggattt 600 
tatgctttct tccatggtca tcctctgctg catagtcctc gtggcctatt cctatacgta 660 
catcatcttg accatagtgc gcattccttc tgcaagtgga aggaagaagg cctttaatac 720 
ctgtgcttcc cacctgacca tagtcatcat tcctagtggc atcactgtgt ttatctatgt 780 
gactccctcc cagaaagaat atctggagat caacaagatc cctttggttc tgagcagtgt 840 
ggtgactcca ttcctcaacc cctttatata tactctgagg aatgacacag tgcagggagt 900 
cctcagggat gtgtgggtca gggttcgagg agtttttgaa aagaggatga gggcagtgct 960 
gagaagcaga ttatcctcca acaaagacca ccaaggaagg gcttgctctt ctccaccatg 1020 
tgtctattct gtaaagctcc agtgttagaa agagaggagc tgcctta 1067 



<210> 76 

<211> 347 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe Val Leu Leu Gly Phe 
15 10 15 

Ser Leu Ser Arg Glu Val Glu Leu Leu Leu Leu Val Leu Leu Leu Pro 
20 25 30 

Thr Phe Leu Leu Thr Leu Leu Gly Asn Leu Leu lie lie Ser Thr Val 
35 40 45 



74 



Leu Ser Cys 



r Cys Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Cys Asn 



60 



50 55 
Leu Ser lie Leu Asp He Leu Phe Thr Ser Val lie Ser Pro Lys Val 



75 



80 



65 ™ 

Leu Ala Asn Leu Gly Ser Arg Asp Lys Thr lie Ser Phe Ala Gly Cys 
85 90 95 

lie Thr Gin Cys Tyr Phe Tyr Phe Phe Leu Gly Thr Val Glu Phe Leu 

ioo no 

Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Ala Thr lie Cys Cys Pro 



115 



120 



125 



Leu Arg Tyr Thr Thr He Met Arg Pro Ser Val Cys lie Gly Thr Val 
130 135 "0 

Val Phe Ser Tr P Val Gly Gly Phe Leu Ser Val Leu Phe Pro Thr lie 
145 150 155 160 

le Ser Gin Leu Pro Phe Cys Gly Ser Asn He lie Asn His Phe 



Leu i: 



165 



170 



175 



Phe 



Cys Asp Ser Gly Pro Leu Leu Ala Leu Ala Cys Ala Asp Thr Thr 

185 190 



180 



Ala lie Glu Leu Met Asp Phe Met Leu Ser Ser Met Val lie Leu Cys 
195 200 205 

Cys lie Val Leu Val Ala Tyr Ser Tyr Thr Tyr He He Leu Thr He 



210 



215 



220 



Val Arg He Pro Ser Ala Ser Gly Arg Lys Lys Ala Phe Asn Thr Cys 
225 230 235 240 



Ala Se 



r His Leu Thr He Val He He Pro Ser Gly He Thr Val Phe 



255 



245 250 
lie Tyr Val Thr Pro Ser Gin Lys Glu Tyr Leu Glu He Asn Lys He 



260 



265 



270 



Pro Leu Val Leu Ser Ser Val Val Thr Pro Phe Leu Asn Pro Phe He 

280 285 



275 



Tyr 



Thr Leu Arg Asn Asp Thr Val Gin Gly Val Leu Arg Asp Val Trp 



290 



295 



300 



75 



Val Arg Val Arg Gly Val Phe Glu Lys Arg Met Arg Ala Val Leu Arg 
305 310 315 320 



Ser Arg Leu Ser Ser Asn Lys Asp His Gin Gly Arg Ala Cys Ser Ser 
325 330 335 

Pro Pro Cys Val Tyr Ser Val Lys Leu Gin Cys 
340 345 



<210> 77 
<211> 955 
<212> DNA 

<213> Homo sapiens 
<400> 77 

gtattgtaat taaccaccat ttgaaataca 
ttctactggg gcttagaatc caaaaatgca 
acatcaccac catgatagga aatgtgctca 
tgaggtcccc catgtacttt tacctggcct 
ccgtcaatgc ccctaagctg atcacagatt 
atggatgtat gactcaagtc tttggagaac 
ttactgtaat ggcctatgac cgctacgtgg 
tcatgaagca gcatgtttgt agcctgctag 
atgcaaccgt acagatcctc ttcatcttcc 
atcactttat gtgggatctc aaccctttgc 
taggactctt cgttgctgcc aacagtgggt 
tggtctccta tatggtcata ctgtactcct 
aagccctctc cacctgtgtc tcccacatca 
tatttgtgta catgagacct ccagctactt 
acactatgat agctcctatg ttaaacccct 
aaaatgccat taggaaattg tgtagtagga 



tggtgaatag aaacaatgtg acagagttta 60 
gaaaatcata tttgttgtgt tttgtcatct 120 
ttgtggtcac cgtcactgcc agcccatcat 180 
atctgtcctt tattgatgcc tgctattcct 240 
cactctatga aaacaagact atcttactca 300 
attttttcgg aggtgttgag gtcatcctac 360 
tcatctgcaa gcccttgcac tataccacca 420 
tgggagtgtc atgggtagga ggctttcttc 480 
aattaccttt ctgtggtcct aatgtcatag 540 
tcaatcttgt ctgcactaat acccacactc 600 
tcatatgcct gttaaacttt ctcttgctcc 660 
taaggaccca cagcttagag gcaaggtgca 720 
cagttgtcat cttattcttt ataccctgca 780 
tacccattga taaagcagtt gctgtattct 840 
taatctacac cttgaggaat gctcagatga 900 
aagctatttc aagtgtcaaa taaat 955 



<210> 78 
<211> 307 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Met Val Asn Arg Asn Asn Val Thr Glu Phe lie Leu Leu Gly Leu Arg 
15 10 15 

He Gin Lys Cys Arg Lys Ser Tyr Leu Leu Cys Phe Val He Tyr He 
20 25 30 

Thr Thr Met He Gly Asn Val Leu He Val Val Thr Val Thr Ala Ser 
35 40 45 



76 



Pro Ser Leu Arg Ser Pro Met Tyr Phe Tyr Leu Ala Tyr Leu Ser Phe 



50 



55 



60 



lie Asp Ala Cys Tyr Ser Ser Val Asn Ala Pro Lys Leu lie Thr Asp 
65 70 ^ 80 

Ser Leu Tyr Glu Asn Lys Thr lie Leu Leu Asn Gly Cys Met Thr Gin 
85 90 95 

Gly Glu His Phe Phe Gly Gly Val Glu Val He Leu Leu Thr 



Val Phe Gly 



100 



105 



110 



Val Met Ala Tyr Asp Arg Tyr Val Val He Cys Lys Pro Leu His Tyr 

120 125 



115 



Thr Thr He Met Lys 

130 135 



Gin His Val Cys Ser Leu Leu Val Gly Val Ser 

140 



Trp Val Gly Gly Phe Leu His Ala Thr Val Gin He Leu Phe He Phe 



145 



150 



155 



Gin Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe Met Trp Asp 

170 I 75 



165 



Leu Asn Leu Val Cys Thr Asn Thr His Thr Leu Gly 
185 190 

Leu Phe Val Ala Ala Asn Ser Gly Phe He Cys Leu Leu Asn Phe Leu 



Leu Asn Pro Leu 
180 



195 



200 



205 



Leu Leu Leu Val Ser Tyr Met Val He Leu Tyr Ser Leu Arg Thr His 
210 215 220 

Ser Leu Glu Ala Arg Cys Lys Ala Leu Ser Thr Cys Val Ser His He 
225 230 235 



Thr Val Val He Leu Phe Phe He Pro Cys He Phe Val Tyr Met Arg 

250 255 



245 



Pro P 



ro Ala Thr Leu Pro He Asp Lys Ala Val Ala Val Phe Tyr Thr 



270 



260 265 
Met lie Ala Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Ala 



275 



280 



285 



Gin Met Lys Asn Ala He Arg Lys Leu Cys Ser Arg Lys Ala He Ser 
290 295 300 



77 



Ser Val Lys 
305 



<210> 79 
<211> 1052 
<212> DNA 

<213> Homo sapiens 
<400> 79 

gggatgacta gccgctctgt gtgtgagaag atgaccatga caacggagaa ccccaaccag 60 
actgtggtga gccacttctt cctggagggt ttgaggtaca ccgctaaaca ttctagcctc 120 
ttcttcctcc tcttcctcct catctacagc atcactgtgg ctgggaatct cctcatcctc 180 
ctaactgtgg gctctgactc tcacctcagc ttacccatgt accacttcct ggggcacctc 240 
tccttcctgg atgcctgttt gtctacagtg acagtgccca aggtcatggc aggcctgctg 300 
actctggatg ggaaggtgat ctcctttgag ggctgtgccg tacagcttta ttgcttccac 360 
tttctggcca gcactgagtg cttcctgtac acagtcatgg cctatgaccg ctatctggct 420 
atctgtcaac ccctgcacta cccagtggcc atgaacagaa ggatgtgtgc agaaatggct 480 
ggaatcacct gggccatagg tgccacgcac gctgcaatcc acacctccct caccttccgc 540 
ctgctctact gtgggccttg ccacattgcc tacttcttct gcgacatacc ccctgtccta 600 
aagctcgcct gtacagacac caccattaat gagctagtca tgcttgccag cattggcatc 660 
gtggctgcag gctgcctcat cctcatcgtt atttcctaca tcttcatcgt ggcagctgtg 720 
ttgcgcatcc gcacagccca gggccggcag cgggccttct ccccctgcac tgcccagctc 780 
actggggtgc tcctgtacta cgtgccacct gtctgtatct acctgcagcc tcgctccagt 840 
gaggcaggag ctggggcccc tgctgtcttc tacacaatcg taactccaat gctcaaccca 900 
ttcatttaca ctttgcggaa caaggaggtg aagcatgctc tgcaaaggct tttgtgcagc 960 
agcttccgag agtctacagc aggcagccca cccccatagt ctgtgctatc aaaactcaca 1020 
atttgcctgc caggaaagca actattcaca tc 1052 



<210> 80 
<211> 331 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Thr Ser Arg Ser Val Cys Glu Lys Met Thr Met Thr Thr Glu Asn 
15 10 15 

Pro Asn Gin Thr Val Val Ser His Phe Phe Leu Glu Gly Leu Arg Tyr 
20 25 30 

Thr Ala Lys His Ser Ser Leu Phe Phe Leu Leu Phe Leu Leu lie Tyr 
35 40 45 

Ser lie Thr Val Ala Gly Asn Leu Leu He Leu Leu Thr Val Gly Ser 
50 55 60 



78 



Asp 
65 



Ser His Leu Ser Leu Pro Met Tyr His Phe Leu Gly His Leu Ser 



70 



75 



80 



Phe Leu Asp Ala Cys Leu Ser Thr Val Thr Val Pro Lys Val Met Ala 



85 



90 



95 



Gly Leu Leu Thr Leu Asp Gly Lys Val He Ser Phe Glu Gly Cys Ala 

105 110 



100 



Val Gin Leu Tyr Cys Phe His Phe Leu Ala Ser Thr Glu Cys Phe Leu 
115 120 125 

Tyr Thr Val Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin Pro Leu 
130 135 140 

His Tyr Pro Val Ala Met Asn Arg Arg Met Cys Ala Glu Met Ala Gly 
' ^ 155 I 60 



145 



150 



lie Thr Trp Ala He Gly Ala Thr His Ala Ala He His Thr Ser Leu 



175 



165 l^O 
Thr Phe Arg Leu Leu Tyr Cys Gly Pro Cys His He Ala Tyr Phe Phe 



180 



185 



190 



Cys Asp He Pro Pro Val Leu Lys Leu Ala Cys Thr Asp Thr Thr He 

200 205 



195 



Asn 



Leu 
225 



Glu Leu Val Met Leu Ala Ser He Gly He Val Ala Ala Gly Cys 



220 



210 215 

He Leu He Val He Ser Tyr He Phe lie Val Ala Ala Val Leu 



230 



235 



240 



Arg lie Arg Thr Ala Gin Gly Arg Gin Arg Ala Phe Ser Pro Cys Thr 

250 255 



245 



Ala Gin Leu Thr Gly Val Leu Leu Tyr Tyr Val Pro Pro Val Cys He 
260 265 270 

Tyr Leu Gin Pro Arg Ser Ser Glu Ala Gly Ala Gly Ala Pro Ala Val 
275 280 285 

Phe Tyr Thr He Val Thr Pro Met Leu Asn Pro Phe He Tyr Thr Leu 



290 



295 



300 



Arq Asn Lys Glu Val Lys His Ala Leu Gin Arg Leu Leu Cys Ser Ser 

Tin 315 320 

305 310 J - L0 



79 



Phe Arg Glu Ser Thr Ala Gly Ser Pro Pro Pro 
325 330 



<210> 81 
<211> 1006 
<212> DNA 

<213> Homo sapiens 
<400> 81 

cttggaacca tggataagtc caattcttca gtggtgtctg aatttgtact gttgggactc 60 
tgtagttctc aaaaactcca gcttttctat ttttgtttct tctctgtgtt gtatacagtc 120 
attgtgctgg gaaatcttct cattatcctc acagtgactt ctgataccag cctgcactcc 180 
cctatgtact ttctcttggg aaacctttcc tttgttgaca tttgtcaggc ttcttttgct 240 
acccctaaaa tgattgcaga ttttctgagt gcacacgaga ccatatcttt cagtggctgc 300 
atagcccaaa ttttctttat tcaccttttt actggagggg agatggtgct acttgtttcg 360 
atggcctatg acaggtatgt agccatatgc aaacccttat actatgtggt catcatgagc 420 
cgaaggacat gcactgtctt ggtaatgatc tcctgggctg tgagcttggt gcacacatta 480 
agccagttat catttactgt gaacctgcct ttttgtggac ctaatgtagt agacagcttt 540 
ttttgtgatc ttcctcgagt caccaaactt gcctgcctgg actcttacat cattgaaata 600 
ctaattgtgg tcaatagtgg aattctttcc ctaagcactt tctctctctt ggtcagctcc 660 
tacatcatta ttcttgttac agtttggctc aagtcttcag ctgcaatggc aaaggcattt 720 
tctacgctgg cttcccatat tgcagtagta atattattct ttggaccttg catcttcatc 780 
tatgtgtggc cctttaccat ctctcctttg gataaatttc ttgccatatt ttacactgtt 840 
ttcacccccg tcctaaaccc cattatttat acactaagga atagggatat gaaggctgcc 900 
gtaaggaaaa ttgtgaacca ttacctgagg ccaaggagaa tttctgaaat gtcactagta 960 
gtgagaactt cctttcatta agacaaaact ccttcaaatt cctcag 1006 



<210> 82 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Met Asp Lys Ser Asn Ser Ser Val Val Ser Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Cys Ser Ser Gin Lys Leu Gin Leu Phe Tyr Phe Cys Phe Phe Ser 
20 25 30 

Val Leu Tyr Thr Val lie Val Leu Gly Asn Leu Leu lie lie Leu Thr 
35 40 45 

Val Thr Ser Asp Thr Ser Leu His Ser Pro Met Tyr Phe Leu Leu Gly 
50 55 60 



80 



As 
65 



n Leu Ser Phe Val Asp He Cys Gin Ala Ser Phe Ala Thr Pro Lys 

70 75 80 

Leu Ser Ala His Glu Thr He Ser Phe Ser Gly 
90 95 



Met He Ala Asp Phe 
85 



Cys lie Ala Gin lie Phe Phe He His Leu Phe Thr Gly Gly Glu Met 
100 105 I" 



Val Leu 



Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 



115 



120 



125 



Pro Leu Tyr Tyr Val Val He Met Ser Arg Arg Thr Cys Thr Val Leu 
130 ' 135 I 40 

Val Met lie Ser Trp Ala Val Ser Leu Val His Thr Leu Ser Gin Leu 

155 I 60 



145 



150 



Se 



r Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Val Val Asp Ser 



165 



170 



175 



Phe Phe Cys Asp Leu Pro Arg Val Thr Lys Leu Ala Cys Leu Asp Ser 
" ' ~ 185 190 



180 



Tyr I 



le lie Glu He Leu He Val Val Asn Ser Gly He Leu Ser Leu 



195 



200 



205 



Ser Thr Phe Ser Leu Leu Val Ser Ser Tyr He He He Leu Val Thr 
210 215 220 

Val Trp Leu Lys Ser Ser Ala Ala Met Ala Lys Ala Phe Ser Thr Leu 



235 



240 



225 230 

Ala Ser His He Ala Val Val He Leu Phe Phe Gly Pro Cys He Phe 
245 250 255 

He Tyr Val Trp Pro Phe Thr He Ser Pro Leu Asp Lys Phe Leu Ala 
260 265 270 

lie Phe Tyr Thr Val Phe Thr Pro Val Leu Asn Pro He He Tyr Thr 
275 280 285 

Arg Asn Arg Asp Met Lys Ala Ala Val Arg Lys He Val Asn His 



Leu 



290 



295 



300 



Tyr Leu Arg Pro Arg Arg He Ser Glu Met Ser Leu Val Val Arg Thr 



305 



310 



315 



81 



Ser Phe His 



<210> 83 

<211> 1032 

<212> DNA 

<213> Homo sapiens 

<400> 83 

cttggaacca tggataagtc caattcttca 
tgtagttctc aaaaactcca gcttttctat 
attgtgctgg gaaatcttct cattatcctc 
cctatgtact ttctcttggg aaacctttcc 
acccctaaaa tgattgcaga ttttctgagt 
atagcccaaa ttttctttat tcaccttttt 
atggcctatg acaggtatgt agccatatgc 
cgaaggacat gcactgtctt ggtaatgatc 
agccagttat catttactgt gaacctgcct 
ttttgtgatc ttcctcgagt caccaaactt 
ctaattgtgg tcaatagtgg aattctttcc 
tacatcatta ttcttgttac agtttggctc 
tctacgctgg cttcccatat tgcagtagta 
tatgtgtggc cctttaccat ctctcctttg 
ttcacccccg tcctaaaccc cattatttat 
gtaaggaaaa ttgtgaacca ttacctgagg 
gtgagaactt cctttcatta agacaaaact 
taatatttta at 



gtggtgtctg aatttgtact gttgggactc 60 
ttttgtttct tctctgtgtt gtatacagtc 120 
acagtgactt ctgataccag cctgcactcc 180 
tttgttgaca tttgtcaggc ttcttttgct 240 
gcacacgaga ccatatcttt cagtggctgc 300 
actggagggg agatggtgct acttgtttcg 360 
aaacccttat actatgtggt catcatgagc 420 
tcctgggctg tgagcttggt gcacacatta 480 
ttttgtggac ctaatgtagt agacagcttt 540 
gcctgcctgg actcttacat cattgaaata 600 
ctaagcactt tctctctctt ggtcagctcc 660 
aagtcttcag ctgcaatggc aaaggcattt 720 
atattattct ttggaccttg catcttcatc 780 
gataaatttc ttgccatatt ttacactgtt 840 
acactaagga atagggatat gaaggctgcc 900 
ccaaggagaa tttctgaaat gtcactagta 960 
ccttcaaatt cctcaggtca atacactgtt 1020 

1032 



<210> 84 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Met Asp Lys Ser Asn Ser Ser Val Val Ser Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Cys Ser Ser Gin Lys Leu Gin Leu Phe Tyr Phe Cys Phe Phe Ser 
20 25 30 

Val Leu Tyr Thr Val lie Val Leu Gly Asn Leu Leu lie lie Leu Thr 
35 40 45 

Val Thr Ser Asp Thr Ser Leu His Ser Pro Met Tyr Phe Leu Leu Gly 
50 55 60 



82 



Asn Leu Se 
65 



r Phe Val Asp He Cys Gin Ala Ser Phe Ala Thr Pro Lys 



70 



75 



80 



Met 



lie Ala Asp Phe Leu Ser Ala His Glu Thr He Ser Phe Ser Gly 
85 90 9 5 



Cys I 



le Ala Gin lie Phe Phe He His Leu Phe Thr Gly Gly Glu Met 



100 



105 



110 



Val Leu Leu 
115 



Val Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys 



120 



125 



Pro Leu Tyr Tyr Val Val He Met Ser Arg Arg Thr Cys Thr Val Leu 

130 I 35 140 

Val Met He Ser Trp Ala Val Ser Leu Val His Thr Leu Ser Gin Leu 



145 



150 



155 



Ser Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Val Val Asp Ser 
165 170 175 

Phe Phe Cys Asp Leu Pro Arg Val Thr Lys Leu Ala Cys Leu Asp Ser 

185 



180 



Tyr lie He Glu He Leu He Val Val Asn Ser Gly He Leu Ser Leu 

205 



195 



200 



Ser Thr Phe Ser Leu Leu Val Ser Ser Tyr He He He Leu Val Thr 



210 



215 



220 



val Trp Leu Lys Ser Ser Ala Ma Met Ala Lys Ala Phe Ser Thr Leu 



225 



230 



Ala Se 



r His He Ala Val Val He Leu Phe Phe Gly Pro Cys lie Phe 

255 



245 



250 



He Tyr Val Trp Pro Phe Thr He Ser Pro Leu Asp Lys Phe Leu Ala 
260 265 270 



lie Phe Tyr Thr Val Phe Thr Pro Val Leu Asn Pro He He Tyr Thr 

285 



275 



280 



Leu Arg Asn Arg Asp Met Lys Ala Ala Val Arg Lys He Val Asn His 



290 



295 



300 



Tyr Leu Arg Pro Arg Arg He Ser Glu Met Ser Leu Val Val Arg Thr 



305 



310 



315 



83 



Ser Phe His 



<210> 85 

<211> 968 

<212> DNA 

<213> Homo sapiens 

<400> 85 

catgaataac tcacagatat 
ctggaaaatt cagatcatct 
tgggaatatg gccatcatct 
cgtgctccta gccaacttct 
catgctggta aattttttct 
gttccacttc ttcttttccc 
tgatcggtac ctggccatct 
ctgtggcatc ttggtgtctc 
tttcttcatt tttcaactac 
tgtagaccca ctgatggcat 
ttctgtgagc tctcttttca 
ggtgctcaga actgtgctta 
ctgtgggtca cacttggttg 
gagtcccaca cctggcaact 
ggtaacacct gtcttaaacc 
cctccatcat gtcttctgtg 
aacccaat 



ctactgtgac gcagtttgtg 
ttttctcaat gattttgttg 
gtgcagtgag gtgggaccat 
ccttcctaga gatctggtat 
ccaaaactaa gaccatatca 
tgggcacaac tgaatgcttc 
gccacccact gcactatccc 
tttgttggct cattggtttc 
ctttctgtgg tcccaacatc 
tgtcctctgc ccctactcac 
tcaacctcac catggtgtac 
aggttccttc ttcagctgga 
ttgtgtctct gttctatgga 
cagttgctat gcataagctc 
ccctcatcta cagcctacgc 
gaatgagaat tatccagaga 



ttgttggggt ttcctggtcc 60 
gtctacatct tcactctgac 120 
cgactccata cccctatgta 180 
gtgacctgca cagtccccaa 240 
ttctctggat gtttcactca 300 
ttcctctgtg tcatggctta 360 
tccattatga ctggccagct 420 
cttggacatt caatttccat 480 
attgatcatt ttctgtgtga 540 
atcatagggc atgtgttcca 600 
atccttgggt cctatacctt 660 
tggcaaaagg ccatctctac 720 
gccataatgc tgatgtatgt 780 
atcacactga tatattctgt 840 
aacaaggaca tgaaatatgc 900 
tcatgaatag ggttttttat 960 

968 



<210> 86 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Asn Asn Ser Gin lie Ser Thr Val Thr Gin Phe Val Leu Leu Gly 
15 10 15 

Phe Pro Gly Pro Trp Lys lie Gin lie He Phe Phe Ser Met He Leu 
20 25 30 

Leu Val Tyr He Phe Thr Leu Thr Gly Asn Met Ala He He Cys Ala 
35 40 45 

Val Arg Trp Asp His Arg Leu His Thr Pro Met Tyr Val Leu Leu Ala 
50 55 60 

Asn Phe Ser Phe Leu Glu He Trp Tyr Val Thr Cys Thr Val Pro Asn 



84 



80 



65 ™ 75 

Met Leu Val Asn Phe Phe Ser Lys Thr Lys Thr lie Ser Phe Ser Gly 



85 



90 



95 



Cys Phe Thr Gin Phe His Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys 
100 105 HO 

Phe Phe Leu Cys Val Met Ala Tyr Asp Arg Tyr Leu Ala lie Cys His 
115 120 i25 

Pro Leu His Tyr Pro Ser lie Met Thr Gly Gin Leu Cys Gly He Leu 
130 135 I 40 

Val Ser Leu Cys Trp Leu lie Gly Phe Leu Gly His Ser He Ser He 

155 160 



145 



Phe 



150 



Phe He Phe Gin Leu Pro Phe Cys Gly Pro Asn He He Asp His 



165 



170 



175 



Phe Leu Cys Asp Val Asp Pro Leu Met Ala Leu Ser Ser Ala Pro Thr 
' 185 • 190 



180 



His lie lie Gly His Val Phe His Ser Val Ser Ser Leu Phe He Asn 

200 205 



195 



Leu Thr Met Val Tyr He Leu Gly Ser Tyr Thr Leu Val Leu Arg Thr 

215 220 



210 



Val Leu Lys Val Pro Ser Ser Ala Gly Trp Gin Lys Ala He Ser Thr 



225 



230 



235 



240 



Cys Gly Ser His Leu Val Val Val Ser Leu Phe Tyr Gly Ala lie Met 



245 



250 



Leu Met Tyr Val Ser Pro Thr Pro Gly Asn Ser Val Ala Met His Lys 
~ " 265 270 



260 



Leu He Thr Leu He Tyr Ser Val Val Thr Pro Val Leu Asn Pro Leu 

280 285 



275 



Leu Arg Asn Lys Asp Met Lys Tyr Ala Leu His His Val 

300 



He Tyr Ser Leu Arg 

290 295 



Phe Cys Gly Met Arg He He Gin Arg Ser 
305 310 



85 



<210> 87 
<211> 964 
<212> DNA 

<213> Homo sapiens 
<400> 87 

aaattatgga aacacagaac 
agtctcaaga tgctcaactt 
tccctggaaa tttcctcatc 
tctatttctt tctgggcaac 
ccaggatgtt ggtggacttc 
ctcagctctt tttcttgcat 
cctttgaccg ctacatcgcc 
gagcctgcta tgcattatcg 
aagtagccct tatcctgcac 
gtgatgttcc acaggtcatc 
tggtctccaa cagtggcctg 
cagtcatcct ctgtcgtata 
catgcaccac ccatattatc 
cttgcccctt ccaggctttc 
ttcctttgat gaaccctgtt 
ggaagttgtt aagtcaacat 
gaaa 



ctcacagtgg tgacagaatt 
ctggtctttg tgctagtctt 
attttcacca taaagtcaga 
ttggccttac tggatgcatc 
ctctctgaga agaaggtaat 
tttcttggag cgggagagat 
atctgccggc ctttacacta 
ttggttctgt ggcttggggg 
ttgcctttct gtggcccaaa 
aagctggcct gcaccaatac 
ctcagcctcc tgtgcttcct 
agggagcact cctctgaagg 
attatatttc tcatgtttgg 
ccagctgaca aggtagtttc 
atttatacgc ttcgcaacca 
atgttttgct gaatagaaga 



cattcttctt ggtctgaccc 60 
aattttctac cttatcatcc 120 
ccctgggctc acagcccccc 180 
ctactccttc attgtggttc 240 
ctcctataga agctgcatca 300 
gttcctcctc gttgtgatgg 360 
ttcaaccatc atgaacccta 420 
ctttatccat tccattgtac 480 
ccagctcgat aacttcttct 540 
ctttgtggtg gagcttctga 600 
gggccttctg gcctcctatg 660 
aaagagcaag gctatttcca 720 
acctgctatt ttcatctaca 780 
tcttttccat actgtcatct 840 
ggaggtgaaa gcttccatga 900 
aagagaaaag caagaacgga 960 

964 



<210> 88 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Met Glu Thr Gin Asn Leu Thr Val Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

Leu Thr Gin Ser Gin Asp Ala Gin Leu Leu Val Phe Val Leu Val Leu 
20 25 30 

He Phe Tyr Leu He He Leu Pro Gly Asn Phe Leu He lie Phe Thr 
35 40 45 

He Lys Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ala Leu Leu Asp Ala Ser Tyr Ser Phe He Val Val Pro Arg 
65 70 75 80 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Ser 
85 90 95 



86 



Cys lie Thr Gin Leu Phe Phe Leu His Phe Leu Gly Ala Gly Glu Met 
100 HO 

Phe Leu Leu Val Val Met Ala Phe Asp Arg Tyr lie Ala lie Cys Arg 
115 120 125 

Pro Leu His Tyr Ser Thr lie Met Asn Pro Arg Ala Cys Tyr Ala Leu 

135 140 



130 



Ser Leu Val Leu Trp Leu Gly Gly Phe 

150 155 



He His Ser He Val Gin Val 

160 



145 



Ala Leu I 



le Leu His Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 



165 



170 



175 



Phe Phe Cys Asp Val Pro Gin Val He Lys Leu Ala Cys Thr Asn Thr 

185 I 90 



180 



Phe 



Val Val Glu Leu Leu Met Val Ser Asn Ser Gly Leu Leu Ser Leu 



205 



195 200 
Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys Arg 



210 



215 



220 



lie Arg Glu His Ser Ser Glu Gly Lys Ser Lys Ala He Ser Thr Cys 
225 230 235 240 

His He He He He Phe Leu Met Phe Gly Pro Ala He Phe 



Thr Thr 



245 



250 



255 



He Tyr Thr Cys Pro Phe Gin Ala Phe Pro Ala Asp Lys Val Val Ser 

265 270 



260 



Leu Phe 



His Thr Val He Phe Pro Leu Met Asn Pro Val He Tyr Thr 



275 



280 



285 



Leu Arg Asn Gin Glu Val Lys Ala Ser Met Arg Lys Leu Leu Ser Gin 

295 300 



290 



His Met Phe Cys 
305 



<210> 89 

<211> 964 

<212> DNA 

<213> Homo sapiens 



87 



<400> 89 

aaattatgga aacacagaac 
agtctcaaga tgctcaactt 
tccctggaaa tttcctcatc 
tctatttctt tctgggcaac 
ccaggatgtt ggtggacttc 
ctcagctctt tttcttgcat 
cctttgaccg ctacatcgcc 
gagcctgcta tgcattatcg 
aagtagccct tatcctgcac 
gtgatgttcc acaggtcatc 
tggtctccaa cagtggcctg 
cagtcatcct ctgtcgtata 
catgcaccac ccatattatc 
cttgcccctt ccaggctttc 
ttcctttgat gaaccctgtt 
ggaagttgtt aagtcaacat 
gaaa 



ctcacagtgg tgacagaatt 
ctggtctttg tgctagtctt 
attttcacca taaagtcaga 
ttggccttac tggatgcatc 
ctctctgaga agaaggtaat 
tttcttggag cgggagagat 
atctgccggc ctttacacta 
ttggttctgt ggcttggggg 
ttgcctttct gtggcccaaa 
aagctggcct gcaccaatac 
ctcagcctcc tgtgcttcct 
agggagcact cctctgaagg 
attatatttc tcatgtttgg 
ccagctgaca aggtagtttc 
atttatacgc ttcgcaacca 
atgttttgct gaatagaaga 



cattcttctt ggtctgaccc 60 
aattttctac cttatcatcc 120 
ccctgggctc acagcccccc 180 
ctactccttc attgtggttc 240 
ctcctataga agctgcatca 300 
gttcctcctc gttgtgatgg 360 
ttcaaccatc atgaacccta 420 
ctttatccat tccattgtac 480 
ccagctcgat aacttcttct 540 
ctttgtggtg gagcttctga 600 
gggccttctg gcctcctatg 660 
aaagagcaag gctatttcca 720 
acctgctatt ttcatctaca 780 
tcttttccat actgtcatct 840 
ggaggtgaaa gcttccatga 900 
aagagaaaag caagaacgga 960 

964 



<210> 90 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 90 

Met Glu Thr Gin Asn Leu Thr Val Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

Leu Thr Gin Ser Gin Asp Ala Gin Leu Leu Val Phe Val Leu Val Leu 
20 25 30 

He Phe Tyr Leu He He Leu Pro Gly Asn Phe Leu He He Phe Thr 
35 40 45 

He Lys Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ala Leu Leu Asp Ala Ser Tyr Ser Phe He Val Val Pro Arg 
65 70 75 80 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Ser 
85 90 95 

Cys He Thr Gin Leu Phe Phe Leu His Phe Leu Gly Ala Gly Glu Met 
100 105 110 



88 



Phe Leu Leu Val Val Met Ala Phe Asp Arg Tyr lie Ala He Cys Arg 
115 120 125 



Pro Leu His Tyr Ser Thr He Met Asn Pro Arg Ala Cys Tyr Ala Leu 
130 135 140 

Ser Leu Val Leu Trp Leu Gly Gly Phe He His Ser He Val Gin Val 
145 150 155 160 

Ala Leu He Leu His Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 
165 170 175 

Phe Phe Cys Asp Val Pro Gin Val He Lys Leu Ala Cys Thr Asn Thr 
180 185 190 

Phe Val Val Glu Leu Leu Met Val Ser Asn Ser Gly Leu Leu Ser Leu 
195 200 205 

Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys Arg 
210 215 220 

He Arg Glu His Ser Ser Glu Gly Lys Ser Lys Ala He Ser Thr Cys 
225 230 235 240 

Thr Thr His He He He He Phe Leu Met Phe Gly Pro Ala He Phe 
245 250 255 

He Tyr Thr Cys Pro Phe Gin Ala Phe Pro Ala Asp Lys Val Val Ser 
260 265 270 

Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Val He Tyr Thr 
275 280 285 

Leu Arg Asn Gin Glu Val Lys Ala Ser Met Arg Lys Leu Leu Ser Gin 
290 295 300 

His Met Phe Cys 
305 



<210> 91 

<211> 977 

<212> DNA 

<213> Homo sapiens 

<400> 91 

ctctcactgc cacatatgca accatatacc aaaaactgga cccaggtaac tgaatttgtc 60 
atgatgggct ttgctggcat ccatgaagca cacctcctct tcttcatact cttcctcacc 120 



89 



atgtacctgt tcaccttggt ggagaatttg gccatcattt tagtggtggg tttggaccac 180 
cgactacgga gacccatgta tttcttcctg acacacttgt cctgccttga aatctggtac 240 
acttctgtta cagtgcccaa gatgctggct ggttttattg gggtggatgg tggcaagaat 300 
atctcttatg ctggttgcct atcccagctc ttcatcttca cctttcttgg ggcaactgag 360 
tgtttcctac tggctgccat ggcctatgat cgttatgtgg ccatttgtat gcctctccac 420 
tatggggctt ttgtgtcctg gggcacctgc atccgtctgg cagctgcctg ttggctggta 480 
ggtttcctca cacccatctt gccaatctac ctcttgtctc agctaacatt ttgtggccca 540 
aatgtcattg accatttctc ctgtgatgcc tcacccttgc tagccttgtc gtgctcagat 600 
gtcacttgga aggagactgt ggatttcctg gtgtctctgg ctgtgctact ggcctcctct 660 
atggtcattg ctgtgtccta tggcaacatc gtctggacac tgctgcacat ccgctcagct 720 
gctgagcgct ggaaggcctt ctctacctgt gcagctcacc tgactgtggt gagcctcttc 780 
tatggcactc ttttctttat gtatgtccag accaaggtga cctcctccat caacttcaac 840 
aaggtggtat ctgtcttcta ctctgttgtc acgcccatgc tcaatcctct catctacagt 900 
cttaggaaca aggaagtgaa gggagctctg ggtcgagtct tttctctcaa cttttggaag 960 
ggacagtgag gaggcag 977 



<210> 92 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Met Gin Pro Tyr Thr Lys Asn Trp Thr Gin Val Thr Glu Phe Val Met 
15 10 15 

Met Gly Phe Ala Gly lie His Glu Ala His Leu Leu Phe Phe lie Leu 
20 25 30 

Phe Leu Thr Met Tyr Leu Phe Thr Leu Val Glu Asn Leu Ala lie He 
35 40 45 

Leu Val Val Gly Leu Asp His Arg Leu Arg Arg Pro Met Tyr Phe Phe 
50 55 60 

Leu Thr His Leu Ser Cys Leu Glu He Trp Tyr Thr Ser Val Thr Val 
65 70 75 80 

Pro Lys Met Leu Ala Gly Phe He Gly Val Asp Gly Gly Lys Asn He 
85 90 95 

Ser Tyr Ala Gly Cys Leu Ser Gin Leu Phe He Phe Thr Phe Leu Gly 
100 105 110 

Ala Thr Glu Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

Ala He Cys Met Pro Leu His Tyr Gly Ala Phe Val Ser Trp Gly Thr 



90 



130 



135 



140 



Cys lie Arg Leu Ala Ala Ala Cys Trp Leu Val Gly Phe Leu Thr Pro 
145 150 155 160 

lie Leu Pro lie Tyr Leu Leu Ser Gin Leu Thr Phe Cys Gly Pro Asn 
165 170 175 

Val lie Asp His Phe Ser Cys Asp Ala Ser Pro Leu Leu Ala Leu Ser 
180 185 190 

Cys Ser Asp Val Thr Trp Lys Glu Thr Val Asp Phe Leu Val Ser Leu 
195 200 205 

Ala Val Leu Leu Ala Ser Ser Met Val lie Ala Val Ser Tyr Gly Asn 
210 215 220 

lie Val Trp Thr Leu Leu His lie Arg Ser Ala Ala Glu Arg Trp Lys 
225 230 235 240 

Ala Phe Ser Thr Cys Ala Ala His Leu Thr Val Val Ser Leu Phe Tyr 
245 • 250 255 

Gly Thr Leu Phe Phe Met Tyr Val Gin Thr Lys Val Thr Ser Ser He 
260 265 270 

Asn Phe Asn Lys Val Val Ser Val Phe Tyr Ser Val Val Thr Pro Met 
275 280 285 

Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala 
290 295 300 



Leu Gly Arg Val Phe Ser Leu Asn Phe Trp Lys Gly Gin 
305 310 315 



<210> 93 

<211> 962 

<212> DNA 

<213> Homo sapiens 

<400> 93 

ccaacaatac aaatggcttc 
gtctcagatg atccggagct 
ctgaccgtgg cagggaacct 
acccccatgt actttttcct 
gttgccccta aaatgctggt 
tgtgcagccc aactgggtgg 



aggaaatctc acatgggtga 
ccagattccc ctcttcctgg 
gggcatcatc accctcacca 
cagacacttg gctattatta 
taacttcctg gttaccaaga 
attcttggtt ttcattgtgg 



cggagttcat tcttgtggga 60 
tcttcctggt gctctatttg 120 
gtgttgaccc tcaacttcaa 180 
atctttgcaa ttctactgtc 240 
aaaccatatc atactatgga 300 
ctgagatttt cacgctggct 360 



91 



gcaatggcct atgaccgcta 
tctccaaagg tgtgtcgtct 
ctgactgtct cttcctgtgt 
ttttactgtg atgatgtccc 
acagcagtct ttatcttttc 
tcctacttca acattgttat 
gccttttcca cctgtgcttc 
ttcatgtatt tgcaaccaag 
ttctacaccc tggtgatacc 
gtgaaggatg cactaaagag 
at 



tgtggctatt tggagccctc 
gctggtgtcc ctcacatacc 
gttctctgtg tcatactgtt 
tttgctagca ttgtcctgtt 
agggaccaac ttgcttttct 
taccattttg aggatacgtt 
tcacatgata gctgtggttg 
gagtaatcat tcattagata 
agtgctgaac cctctaatct 
gttcctagat aacccatgcc 



tgctctacgc cgtagtggtg 420 
ttcagagtct tatcacagca 480 
cttccaacat tatcaaccat 540 
ctgataccta cattccagaa 600 
ccatgatcgt tgttctgata 660 
cctcagaagg acgacaaaaa 720 
tgttctatgg gactctcctt 780 
ctgacaaaat ggcttcggtc 840 
acagcctcag gaacaagaac 900 
gatcactcaa actaatgtaa 960 

962 



<210> 94 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Met Ala Ser Gly Asn Leu Thr Trp Val Thr Glu Phe He Leu Val Gly 
15 10 15 

Val Ser Asp Asp Pro Glu Leu Gin He Pro Leu Phe Leu Val Phe Leu 
20 25 30 

Val Leu Tyr Leu Leu Thr Val Ala Gly Asn Leu Gly He He Thr Leu 
35 40 45 

Thr Ser Val Asp Pro Gin Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg 
50 55 60 

His Leu Ala He lie Asn Leu Cys Asn Ser Thr Val Val Ala Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Leu Val Thr Lys Lys Thr He Ser Tyr Tyr Gly 
85 90 95 

Cys Ala Ala Gin Leu Gly Gly Phe Leu Val Phe He Val Ala Glu He 
100 105 110 

Phe Thr Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Trp Ser 
115 120 125 

Pro Leu Leu Tyr Ala Val Val Val Ser Pro Lys Val Cys Arg Leu Leu 
130 135 140 

Val Ser Leu Thr Tyr Leu Gin Ser Leu He Thr Ala Leu Thr Val Ser 
145 150 155 160 



92 



Ser Cys Val Phe Ser Val Ser Tyr Cys Ser Ser Asn lie lie Asn His 
165 170 175 



Phe Tyr Cys Asp Asp Val Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 

Tyr He Pro Glu Thr Ala Val Phe He Phe Ser Gly Thr Asn Leu Leu 
195 200 205 

Phe Ser Met He Val Val Leu He Ser Tyr Phe Asn He Val He Thr 
210 215 220 

He Leu Arg He Arg Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Met He Ala Val Val Val Phe Tyr Gly Thr Leu Leu 
245 250 255 

Phe Met Tyr Leu Gin Pro Arg Ser Asn His Ser Leu Asp Thr Asp Lys 
260 265 270 

Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Val Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asn Val Lys Asp Ala Leu Lys Arg Phe 
290 295 300 



Leu Asp Asn Pro Cys Arg Ser Leu Lys Leu Met 
305 310 315 



<210> 95 
<211> 974 
<212> DNA 

<213> Homo sapiens 
<400> 95 

atgaatcatg tggtaaaaca caatcacacg gcagtgacca aggtgactga atttattctc 60 
atggggatta cagacaaccc tgggctgcag gctccactgt ttggactctt cctcatcata 120 
tatctggtca cagtgatagg caatctgggc atggttatct tgacctactt ggactccaag 180 
ctacacaccc ccatgtactt tttccttaga catttgtcaa tcactgatct tggttactcc 240 
actgtcattg ccccgaagat gttagtaaac ttcatagtgc acaaaaacac aatttcttac 300 
aattggtatg ccactcagct agcattcttt gagattttca tcatctctga gctctttatt 360 
ctatcagcaa tggcctatga tcgctacgta gccatctgta aacctcttct gtacgtgatc 420 
atcatggcag agaaagtact ttgggtgctg gtaattgttc cctatctcta tagcacgttt 480 
gtgtcactat ttctcacaat taagttattt aaactgtcct tctgtggctc aaacataatc 540 
agctattttt actgtgactg tatccctctg atgtccatac tctgttctga cacaaatgaa 600 



93 



660 



ttagaattaa taattttgat cttctcaggc tgtaatttgc tcttctccct ctcaattgtt 

ctcatatcct acatgtttat tctagtggcc attctcagaa tgaactcaag gaaagggagg 720 

tacaaagcct tctccacctg tagctctcat ctgacagtgg tgatcatgtt ctatgggaca 780 

ttgttattta tttacttgca acccaagtcc agtcatactt tggctattga taaaatggcc 840 

tcagtgtttt ataccctgtt gattcctatg ctgaatccgt tgatctacag cctaaggaac 900 

aaagaagtaa aagatgctct aaagagaact ttaaccaatc gattcaaaat tcccatttaa 960 

tatcttaata ctca 974 



<210> 96 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Met Asn His Val Val Lys His Asn His Thr Ala Val Thr Lys Val Thr 
15 10 15 

Glu Phe He Leu Met Gly He Thr Asp Asn Pro Gly Leu Gin Ala Pro 
20 25 30 

Leu Phe Gly Leu Phe Leu He He Tyr Leu Val Thr Val He Gly Asn 
35 40 45 

Leu Gly Met Val He Leu Thr Tyr Leu Asp Ser Lys Leu His Thr Pro 
50 55 60 

Met Tyr Phe Phe Leu Arg His Leu Ser He Thr Asp Leu Gly Tyr Ser 
65 70 75 80 

Thr Val He Ala Pro Lys Met Leu Val Asn Phe He Val His Lys Asn 
85 90 95 

Thr He Ser Tyr Asn Trp Tyr Ala Thr Gin Leu Ala Phe Phe Glu He 
100 105 110 

Phe He He Ser Glu Leu Phe He Leu Ser Ala Met Ala Tyr Asp Arg 
115 120 125 

Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Val He lie Met Ala Glu 
130 135 140 

Lys Val Leu Trp Val Leu Val He Val Pro Tyr Leu Tyr Ser Thr Phe 
145 150 155 160 

Val Ser Leu Phe Leu Thr He Lys Leu Phe Lys Leu Ser Phe Cys Gly 
165 170 175 



94 



Ser Asn lie lie Ser Tyr Phe Tyr Cys Asp Cys lie Pro Leu Met Ser 
180 185 190 



lie Leu Cys Ser Asp Thr Asn Glu Leu Glu Leu lie lie Leu lie Phe 
195 200 205 

Ser Gly Cys Asn Leu Leu Phe Ser Leu Ser lie Val Leu lie Ser Tyr 
210 215 220 

Met Phe lie Leu Val Ala lie Leu Arg Met Asn Ser Arg Lys Gly Arg 
225 230 235 240 

Tyr Lys Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val lie Met 
245 250 255 

Phe Tyr Gly Thr Leu Leu Phe lie Tyr Leu Gin Pro Lys Ser Ser His 
260 265 270 

Thr Leu Ala lie Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Leu lie 
275 280 285 

Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Glu Val Lys 
290 295 300 

Asp Ala Leu Lys Arg Thr Leu Thr Asn Arg Phe Lys lie Pro lie 
305 310 315 



<210> 97 

<211> 1004 

<212> DNA 

<213> Homo sapiens 

<400> 97 

caattgaaca tcatgggtag 
ctgtcagatt ctgaagaggt 
attactatgc tgggcaatgt 
actcccatgt attttttcct 
atcacaccta aaaccttagc 
tttgcccaga tgttcttttt 
atggcctatg atcgctacgt 
aaaaggctgt gttgcgctct 
gtcaatgtgg tttggatgag 
ttctgcgaca cgtctccaat 
atgatacaca ttttagctgg 
tatgtgtcca ttctctctac 
ttgtctactt gtgcctctca 
acttatttaa aaccaagaaa 



aagaaataac acaaatgtgc ctgacttcat ccttacggga 60 

ccagatggcc ctctttatac tatttctcct gatataccta 120 

ggggatgata ttgataatcc gcctggacct ccagcttcac 180 

tactcacttg tcatttattg acctcagtta ctcaactgtc 240 

gaacttactg acttccaact atatttcctt catgggctgc 300 

tgtcttcttg ggagctgctg aatgttttct tctctcatca 360 

agctatctgc agtcctctac gttacccagt tattatgtcc 420 

tgtcactggg ccctatgtga ttagctttat caactccttt 480 

cagactgcat ttctgcgact caaatgtagt tcgtcacttt 540 

tttagctctg tcctgcatgg acacatacga cattgaaatc 600 

ttccaccctg atggtgtccc ttatcacaat atctgcatcc 660 

catcctgaaa attaattcca cttcaggaaa gcagaaagct 720 

tctcttggga gtcaccatct tttatggaac tatgattttt 780 

gtcttattct ttgggaaggg atcaagtggc ttctgttttt 840 



95 



tatactattg tgattcccat gctgaatcca ctcatttata gtcttagaaa caaagaagtt 900 
aaaaatgctc tcattagagt catgcagaga agacaggact ccaggtaatt aaaatagcag 960 
gaatgctgaa catttaaact catcttttct ttcttttcta tttg 1004 



<210> 98 

<211> 311 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Gly Arg Arg Asn Asn Thr Asn Val Pro Asp Phe lie Leu Thr Gly 
15 10 15 

Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe lie Leu Phe Leu 
20 25 30 

Leu lie Tyr Leu lie Thr Met Leu Gly Asn Val Gly Met lie Leu lie 
35 40 45 

lie Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
50 55 60 

His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val lie Thr Pro Lys 
65 70 75 80 

Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Met Gly Cys 
85 90 95 

Phe Ala Gin Met Phe Phe Phe Val Phe Leu Gly Ala Ala Glu Cys Phe 
100 105 110 

Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Ser Pro 
115 120 125 

Leu Arg Tyr Pro Val lie Met Ser Lys Arg Leu Cys Cys Ala Leu Val 
130 135 140 

Thr Gly Pro Tyr Val He Ser Phe He Asn Ser Phe Val Asn Val Val 
145 150 155 160 

Trp Met Ser Arg Leu His Phe Cys Asp Ser Asn Val Val Arg His Phe 
165 170 175 

Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Met Asp Thr Tyr 
180 185 190 

Asp He Glu He Met He His He Leu Ala Gly Ser Thr Leu Met Val 



96 



195 



200 



205 



Ser Leu He Thr He Ser Ala Ser Tyr Val Ser He Leu Ser Thr He 
210 215 220 

Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Ala Ser His Leu Leu Gly Val Thr He Phe Tyr Gly Thr Met He Phe 
245 250 255 

Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin Val 
260 265 270 

Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Leu He Arg Val Met 
290 295 300 



Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 99 

<211> 999 

<212> DNA 

<213> Homo sapiens 

<400> 99 

taaaaactga aatggacaag ttgtcatcag 
acaagactga agtcaccatg tttatattga 
tcttcctatt tttactattt tttgcaatct 
tggttgtgtt ggtcattgag gattcctggc 
ttttatcatt cttggatgct tgctattcta 
tcctggcaaa aaataaatcc atttcattta 
ttacttttgg aactacagaa tgttttctct 
ccatctacaa ccctctcctg tattcagtga 
tcactgcttc ctacgttgct ggcattttac 
gcctgtcctt ctgtggatcc aatgaaatta 
ttgctatttc ttgttctgac actcacacaa 
ctattgagat agtcactatc ctgattgtcc 
ttctgaagat gcattctgct aagggaaggc 
taactggagt gacaatttat catggaacaa 
gctatgcttc agaccatgac atcatagtgt 
tgaatcccat catctatagt ttgaggaaca 
tgaaattggt ttacaaatga agaatatatt 



gtttggatat atacaggaat ccactgaaga 60 
caggcttcac agatgatttt gagctgcaag 120 
atctctttac cttgataggc aatttagggc 180 
tccacaaccc catgtattat tttcttagtg 240 
cagttgtcac tccaaaaatg ttggtcaatt 300 
tcggatgtgc aacacagatg cttctttttg 360 
tggctgcaat ggcttatgat cactatgtag 420 
gcatgtcacc cagagtctat gtgccactca 480 
atgctactat acatatagtg gctacattta 540 
ggcatgtctt ttgtgatatg cctcctctcc 600 
accagcttct actcttctac tttgtgggtt 660 
tcatttcctg tgatttcatt ctgttgtcca 720 
aaaaggcctt ctctacatgt ggctctcacc 780 
ttctcgtcag ttatatgaga ccaagttcca 840 
caatatttta cacaattgtg attcccaagt 900 
aagaagtaaa aaaggcagtg aagaaaatgt 960 
taaaattga 999 



97 



<210> 100 
<211> 322 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Met Asp Lys Leu Ser Ser Gly Leu Asp lie Tyr Arg Asn Pro Leu Lys 
15 10 15 

Asn Lys Thr Glu Val Thr Met Phe lie Leu Thr Gly Phe Thr Asp Asp 
20 25 30 

Phe Glu Leu Gin Val Phe Leu Phe Leu Leu Phe Phe Ala lie Tyr Leu 
35 40 45 

Phe Thr Leu lie Gly Asn Leu Gly Leu Val Val Leu Val lie Glu Asp 
50 55 60 

Ser Trp Leu His Asn Pro Met Tyr Tyr Phe Leu Ser Val Leu Ser Phe 
65 70 75 80 

Leu Asp Ala Cys Tyr Ser Thr Val Val Thr Pro Lys Met Leu Val Asn 
85 90 95 

Phe Leu Ala Lys Asn Lys Ser lie Ser Phe lie Gly Cys Ala Thr Gin 
100 105 110 

Met Leu Leu Phe Val Thr Phe Gly Thr Thr Glu Cys Phe Leu Leu Ala 
115 120 125 

Ala Met Ala Tyr Asp His Tyr Val Ala lie Tyr Asn Pro Leu Leu Tyr 
130 135 140 

Ser Val Ser Met Ser Pro Arg Val Tyr Val Pro Leu lie Thr Ala Ser 
145 150 155 160 

Tyr Val Ala Gly lie Leu His Ala Thr He His He Val Ala Thr Phe 
165 170 175 

Ser Leu Ser Phe Cys Gly Ser Asn Glu He Arg His Val Phe Cys Asp 
180 185 190 

Met Pro Pro Leu Leu Ala He Ser Cys Ser Asp Thr His Thr Asn Gin 
195 200 205 

Leu Leu Leu Phe Tyr Phe Val Gly Ser He Glu He Val Thr He Leu 
210 215 220 



98 



lie Val Leu lie Ser Cys Asp Phe lie Leu Leu Ser lie Leu Lys Met 
225 230 235 240 



His Ser Ala Lys Gly Arg Gin Lys 
245 

Leu Thr Gly Val Thr He Tyr His 
260 

Arg Pro Ser Ser Ser Tyr Ala Ser 

275 280 

Phe Tyr Thr He Val He Pro Lys 
290 295 

Arg Asn Lys Glu Val Lys Lys Ala 
305 310 

Tyr Lys 



Ala Phe Ser Thr Cys Gly Ser His 
250 255 

Gly Thr He Leu Val Ser Tyr Met 
265 270 

Asp His Asp He He Val Ser He 
285 

Leu Asn Pro He He Tyr Ser Leu 
300 

Val Lys Lys Met Leu Lys Leu Val 
315 320 



<210> 101 
<211> 979 
<212> DNA 

<213> Homo sapiens 
<400> 101 

gtttctacca tgggtgacag gggaacaagc aatcactcag aaatgactga cttcattctt 60 
gcaggcttca gggtacgccc agagctccac attctcctct tcctgctatt tttgtttgtt 120 
tatgccatga tccttctagg gaatgttggg atgatgacca ttattatgac tgatcctcgg 180 
ctgaacacac caatgtattt tttcctaggc aatctctcct tcattgatct tttctattca 240 
tctgttattg aacccaaggc tatgatcaac ttctggtctg aaaacaagtc tatctccttt 300 
gcaggctgtg tggcccagct ctttctcttt gccctcctca ttgtgactga gggatttctc 360 
ctggcggcca tggcttatga ccgctttatt gccatctgca accctctgct ctactctgtt 420 
caaatgtcca cacgtctgtg tactcagttg gtggctggtt cctatttttg tggctgcatt 480 
agctcagtta ttcagactag catgacattt actttatctt tttgcgcttc tcgggctgtt 540 
gaccactttt actgtgattc tcgcccactt cagagactgt cttgttctga tctctttatc 600 
catagaatga tatctttttc cttatcatgt attattatct tgcctactat catagtcatt 660 
atagtatctt acatgtatat tgtgtccaca gttctaaaga tacattctac tgagggacat 720 
aagaaggcct tctccacctg cagctctcac ctgggagttg tgagtgtgct gtatggtgct 780 
gtctttttta tgtatctcac tcctgacaga tttcctgagc tgagtaaagt ggcatcctta 840 
tgttactccc tagtcactcc catgttgaat cctttgattt actctctgag gaacaaagat 900 
gtccaagagg ctctaaaaaa atttctagag aagaaaaata ttattctttg attattattt 960 
ctctttcacc aattttatt 979 



99 



<210> 102 
<211> 313 
<212> PRT 

<213> Homo sapiens 



<400> 102 

Met Gly Asp Arg Gly Thr Ser Asn His Ser Glu Met Thr Asp Phe lie 
1 5 



10 



15 



Leu Ala Gly Phe Arg Val Arg Pro Glu Leu His lie Leu Leu Phe Leu 

25 30 



20 



Leu Phe Leu Phe Val Tyr Ala Met lie Leu Leu Gly Asn Val Gly Met 

40 45 



35 



Met 



Thr lie He Met Thr Asp Pro Arg Leu Asn Thr Pro Met Tyr Phe 



50 



55 



60 



Phe Leu Gly Asn Leu Ser Phe lie Asp Leu Phe Tyr Ser Ser Val He 

70 75 80 



65 



Glu Pro Lys Ala Met lie Asn Phe Trp Ser Glu Asn Lys Ser He Ser 

85 90 95 

Phe Ala Gly Cys Val Ala Gin Leu Phe Leu Phe Ala Leu Leu He Val 

105 HO 



100 



Thr 



Glu Gly Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Phe He Ala 
115 120 125 



He Cys Asn Pro Leu Leu Tyr Ser Val Gin Met Ser Thr Arg Leu Cys 
130 135 I 40 

Thr Gin Leu Val Ala Gly Ser Tyr Phe Cys Gly Cys He Ser Ser Val 

155 160 



145 



150 



He Gin Thr Ser Met Thr Phe Thr Leu Ser Phe Cys Ala Ser Arg Ala 
165 170 "5 

Val Asp His Phe Tyr Cys Asp Ser Arg Pro Leu Gin Arg Leu Ser Cys 
180 185 190 

Ser Asp Leu Phe He His Arg Met He Ser Phe Ser Leu Ser Cys He 
195 200 205 

lie lie Leu Pro Thr He He Val He He Val Ser Tyr Met Tyr He 



210 



215 



220 



100 



Val Ser Thr Val Leu Lys lie His Ser Thr Glu Gly His Lys Lys Ala 
225 230 235 240 



Phe Ser Thr Cys Ser Ser His Leu Gly Val Val Ser Val Leu Tyr Gly 
245 250 255 

Ala Val Phe Phe Met Tyr Leu Thr Pro Asp Arg Phe Pro Glu Leu Ser 
260 265 270 

Lys Val Ala Ser Leu Cys Tyr Ser Leu Val Thr Pro Met Leu Asn Pro 
275 280 285 

Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Gin Glu Ala Leu Lys Lys 
290 295 300 



Phe Leu Glu Lys Lys Asn lie lie Leu 
305 310 



<210> 103 
<211> 982 
<212> DNA 

<213> Homo sapiens 

<400> 103 

gttcttgcca tgggtgacaa gggaacaggc aaccattcag atgtaactga tttcattctt 60 

gaaggcttca gggtccgccc agagttctac attctcctct tcttcctgtt cctgctgatc 120 

tatagcatgg ttcttttggg gaacattagt gtgatgacaa tcattgtaac tgattcccag 180 

ctgaacacac caatgtattt ttttctaggc aacctctcct tcattgacgt ctcctactcc 240 

actgttattg ctcctaaagc catggcccac ttcctgtctg aaaaaaagac agtctctttt 300 

gcaggttgtg ttgcccagtt attccttttt gccctgttca ttgtaacaga ggggtttgtc 360 

ctggcagcca tggcctatga ccgcttcagt gccatctgca atcctcttct tcatagtgtt 420 

cacatgtcaa gacgcctctg cactcagttg gttgctggtt cttatttctg tggctgggcc 480 

agttccatcc tccaagtcag tgtaacattc tcagtgtcct tctgtgcttc cagagtcatt 540 

gctcacttct actgtgattc ttatcaaatt gaaaagattt cctgttctaa tctctttgtc 600 

aataagatgg tatctctgag tttgagtgtc atcattattt tgcctacaat tgttgttatt 660 

atagtatctt acctgtatat tgtatcctca gtcttgaaga tcccctccag tgaagggaga 720 

aagaaagact tttccacttg cagctcccat cggggtgttg taagtttgct ccaagggact 780 

gtttcctttg tgtacctcac acctccaagc aatcctgaac ttcgcaaagt ggcttcagta 840 

ttttacatat gtgttacacc catgttaaac cctctgatct actctctaag aaacaaagat 900 

gtcaaagaag ctttgagaaa aatcctgtgt aacaaaaaag ctttatccta attctacttc 960 

cttatgattt cctcattaat gg 982 



<210> 104 

<211> 313 

<212> PRT 

<213> Homo sapiens 



101 



<400> 104 

Met Gly Asp Lys Gly Thr Gly Asn His Ser Asp Val Thr Asp Phe lie 
! 5 10 15 

Leu Glu Gly Phe Arg Val Arg Pro Glu Phe Tyr lie Leu Leu Phe Phe 
20 25 30 

Leu Phe Leu Leu lie Tyr Ser Met Val Leu Leu Gly Asn lie Ser Val 
35 40 45 

Met Thr lie lie Val Thr Asp Ser Gin Leu Asn Thr Pro Met Tyr Phe 
50 55 60 

Phe Leu Gly Asn Leu Ser Phe lie Asp Val Ser Tyr Ser Thr Val lie 

75 80 



65 



70 



Ala Pro Lys Ala Met Ala His Phe Leu Ser Glu Lys Lys Thr Val Ser 



85 



90 



95 



Phe Ala Gly Cys Val Ala Gin Leu Phe Leu Phe Ala Leu Phe He Val 
100 105 HO 

Thr Glu Gly Phe Val Leu Ala Ala Met Ala Tyr Asp Arg Phe Ser Ala 
115 120 125 

He Cys Asn Pro Leu Leu His Ser Val His Met Ser Arg Arg Leu Cys 
130 135 I 40 

Thr Gin Leu Val Ala Gly Ser Tyr Phe Cys Gly Trp Ala Ser Ser lie 
145 150 155 160 

Leu Gin Val Ser Val Thr Phe Ser Val Ser Phe Cys Ala Ser Arg Val 
165 170 175 



He Ala His Phe Tyr Cys Asp Ser Tyr Gin He Glu Lys He Ser Cys 
180 185 190 

Ser Asn Leu Phe Val Asn Lys Met Val Ser Leu Ser Leu Ser Val He 
195 200 205 

lie lie Leu Pro Thr He Val Val He He Val Ser Tyr Leu Tyr He 
210 215 220 

Val Ser Ser Val Leu Lys He Pro Ser Ser Glu Gly Arg Lys Lys Asp 
225 230 235 240 



Phe 



Ser Thr Cys Ser Ser His Arg Gly Val Val Ser Leu Leu Gin Gly 



102 



245 



250 



255 



Thr Val Ser Phe Val Tyr Leu Thr Pro Pro Ser Asn Pro Glu Leu Arg 
260 265 270 

Lys Val Ala Ser Val Phe Tyr lie Cys Val Thr Pro Met Leu Asn Pro 
275 280 285 

Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Arg Lys 
290 295 300 



He Leu Cys Asn Lys Lys Ala Leu Ser 
305 310 



<210> 105 
<211> 934 
<212> DNA 
<213> Homo sapiens 

<400> 105 

gatgatgagt aaccagacgt tggtaaccga gttcatcctg cagggctttt cggagcaccc 60 

agaataccgg gtgttcttat tcagctgttt cctcttcctc tactctgggg ccctcacagg 120 

taatgtcctc atcaccttgg ccatcacgtt caaccctggg ctccacgctc ctatgtactt 180 

tttcttactc aacttggcta ctatggacat tatctgcacc tcttccatca tgcccaaggc 240 

gctggccagt ctggtgtcgg aagagagctc catctcctac gggggctgca tggcccagct 300 

ctatttcctc acgtgggctg catcctcaga gctgctgctc ctcacggtca tggcctatga 360 

ccggtacgca gccatctgcc acccgctgca ttacagcagc atgatgagca aggtgttctg 420 

cagcgggctg gccacagccg tgtggctgct ctgcgccgtc aacacggcca tccacacggg 480 

gctgatgctg cgcttggatt tctgtggccc caatgtcatt atccatttct tctgcgaggt 540 

ccctcccctg ctgcttctct cctgcagctc cacctacgtc aacggtgtca tgattgtcct 600 

ggcggatgct ttctacggca tagtgaactt cctgatgacc atcgcgtcct atggcttcat 660 

cgtctccagc atcctgaagg tgaagactgc ctgggggagg cagaaagcct tctccacctg 720 

ctcttcccac ctcaccgtgg tgtgcatgta ttacaccgct gtcttctacg cctacataag 780 

cccggtctct ggctacagcg cagggaagag caagttggct ggcctgctgt acactgtgct 840 

gagtcctacc ctcaaccccc tcatctatac tttgagaaac aaggaggtca aagcagccct 900 

caggaagctt ttccctttct tcagaaatta actt 934 



<210> 106 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Met Ser Asn Gin Thr Leu Val Thr Glu Phe He Leu Gin Gly Phe 
15 10 15 



103 



Ser Glu His Pro Glu Tyr Arg Val Phe Leu Phe Ser Cys Phe Leu Phe 
20 25 30 

Leu Tyr Ser Gly Ala Leu Thr Gly Asn Val Leu lie Thr Leu Ala lie 
35 40 45 

Thr Phe Asn Pro Gly Leu His Ala Pro Met Tyr Phe Phe Leu Leu Asn 
50 55 60 

Leu Ala Thr Met Asp lie lie Cys Thr Ser Ser lie Met Pro Lys Ala 

75 80 



65 



70 



Leu Ala Ser Leu Val Ser Glu Glu Ser Ser lie Ser Tyr Gly Gly Cys 
85 90 95 

Met Ala Gin Leu Tyr Phe Leu Thr Trp Ala Ala Ser Ser Glu Leu Leu 
100 105 HO 

Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys His Pro 
115 120 125 

Leu His Tyr Ser Ser Met Met Ser Lys Val Phe Cys Ser Gly Leu Ala 
130 ' 135 140 



Thr 



Ala Val Trp Leu Leu Cys Ala Val Asn Thr Ala He His Thr Gly 



155 



160 



145 150 

Leu Met Leu Arg Leu Asp Phe Cys Gly Pro Asn Val He He His Phe 



165 



170 



175 



Phe Cys Glu Val Pro Pro Leu Leu Leu Leu Ser Cys Ser Ser Thr Tyr 

185 190 



180 



Val Asn Gly Val Met He Val Leu Ala Asp Ala Phe Tyr Gly He Val 



195 



200 



205 



Asn Phe Leu Met Thr He Ala Ser Tyr Gly Phe He Val Ser Ser He 
210 215 220 

Leu Lys Val Lys Thr Ala Trp Gly Arg Gin Lys Ala Phe Ser Thr Cys 

ion ?35 240 

225 230 ^ 3 



Ser Ser His Leu Thr Val Val Cys Met Tyr Tyr Thr Ala Val Phe Tyr 
245 250 255 

Ala Tyr He Ser Pro Val Ser Gly Tyr Ser Ala Gly Lys Ser Lys Leu 



260 



265 



270 



104 



Ala Gly Leu Leu Tyr Thr Val Leu Ser Pro Thr Leu Asn Pro Leu lie 
275 280 285 



Tyr Thr Leu Arg Asn Lys Glu Val Lys Ala Ala Leu Arg Lys Leu Phe 
290 295 300 

Pro Phe Phe Arg Asn 
305 



<210> 107 
<211> 1006 
<212> DNA 

<213> Homo sapiens 
<400> 107 

gtactgatta tgccactgtc atgcccaacc agagctgccc agaaacagtt catcttactg 60 
ggtttctcag gcagacccag gctggagcat gtcctctttg tgtttgtcct catcttctac 120 
cttgtgacct tagtgggcaa catcatcatt atcttgatct cccacctgga cccctgcctc 180 
cacatgccca tgtacttctt cctcactaac ttgtctttcc tagatctctg cttcaccacc 240 
agttctatcc cccagctgct tttcaatcta ggcagcccag gcaagactat cagccacacg 300 
ggctgtgcca tccagctctt catgttcctg ggcctgggtg gcaagagtgt attctcttgg 360 
cagccgtggc ctatgaccgc ttcattgcaa tctgcaagcc ccttcactat tctgtcatta 420 
tgcaccctca gctgtgctgg aagttggtgt ctgtggcccg ggggtgttgg actcctcagt 480 
tctctagtta tgtctcctgt gactatgaag ctgccacgat gtggaagatg taagttgaaa 540 
catttcctgt gtgagatgcc agctctaata aaaatcacct gtgtggacac agtggctatg 600 
gagagcactg ttttcacctt atcggtagta attgtcctga tgcctttgtg tcttatcctc 660 
atctcttata gctacattgc cctagcagtg 1 ctgagaatca agtcagccac aggaagaagg 720 
aaggccttca atatgtgcgg gtcccacctc accgtggtct ccttgtttta tgggaatatt 780 
atctatatgt atatgcaacc atggaataat tcttctcagg accaagggaa gttccttacc 840 
cttttctaca acttaatgac ccccatgtta aaccctgtca tctatacact gagaaacaag 900 
gatgtaaaag gtgcactgaa gaggcttgtg tctagaaaac acagtgacag tgactgctct 960 
tgagactgct tctttactta tttaatagaa ataaataatt cttgaa 1006 



<210> 108 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 108 

Met Pro Leu Ser Cys Pro Thr Arg Ala Ala Gin Lys Gin Phe lie Leu 
15 10 15 

Leu Gly Phe Ser Gly Arg Pro Arg Leu Glu His Val Leu Phe Val Phe 
20 25 30 

Val Leu He Phe Tyr Leu Val Thr Leu Val Gly Asn He He He He 



105 



40 45 



Leu I 

50 



35 

le Ser His Leu Asp Pro Cys Leu His Met Pro Met Tyr Phe Phe 



55 60 



Leu Thr Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Ser lie 
65 70 " BO 

Pro Gin Leu Leu Phe Asn Leu Gly Ser Pro Gly Lys Thr lie Ser His 



85 



90 95 



Thr Gly Cys Ala lie Gin Leu Phe Met Phe Leu Gly Leu Gly Gly Lys 



100 



105 HO 



Ser Val Phe Ser Trp Gin Pro Trp Pro Met Thr Ala Ser Leu Gin Ser 
115 120 125 



Ala Ser Pro Phe Thr lie Leu Ser Leu Cys Thr Leu Ser Cys Ala Gly 
130 135 "0 

Ser Trp Cys Leu Trp Pro Gly Gly Val Gly Leu Leu Ser Ser Leu Val 

150 155 I 60 



145 



Met Ser Pro Val Thr Met Lys Leu Pro Arg Cys Gly Arg Cys Lys Leu 
165 "0 I 75 

Lys His Phe Leu Cys Glu Met Pro Ala Leu lie Lys lie Thr Cys Val 



180 



185 



190 



Asp Thr Val Ala Met Glu Ser Thr Val Phe Thr Leu Ser Val Val He 
195 



200 205 



1 Leu Met Pro Leu Cys Leu He Leu He Ser Tyr Ser Tyr lie Ala 



Va 

210 



215 220 



Leu Ala Val Leu Arg He Lys Ser Ala Thr Gly Arg Arg Lys Ala Phe 
225 230 235 240 

Asn Met Cys Gly Ser His Leu Thr Val Val Ser Leu Phe Tyr Gly Asn 



245 



250 255 



lie He Tyr Met Tyr Met Gin Pro Trp Asn Asn Ser Ser Gin Asp Gin 
260 265 270 

Gly Lys Phe Leu Thr Leu Phe Tyr Asn Leu Met Thr Pro Met Leu Asn 
275 280 285 

Pro Val He Tyr Thr Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Lys 

106 



290 295 300 

Arg Leu Val Ser Arg Lys His Ser Asp Ser Asp Cys Ser 
305 310 315 



<210> 109 
<211> 972 
<212> DNA 

<213> Homo sapiens 
<400> 109 

ttggctggac caatggatgg agagaatcac tcagtggtat ctgagttttt gtttctggga 60 
ctcactcatt catgggagat ccagctcctc ctcctagtgt tttcctctgt gctctatgtg 120 
gcaagcatta ctggaaacat cctcattgtg ttttctgtga ccactgaccc tcacttacac 180 
tcccccatgt actttctact ggtcagtctc tccttcattg acttaggagc ctgctctgtc 240 
acttctccca agatgattta tgacctgttc agaaagcgca aagtcatctc ctttggaggc 300 
tgcatcgctc aaatcttctt catccacgtc attggtggtg tggagatggt gctgctcata 360 
gccatggcct ttgacagtta tgtggcccta ttaaagcccc tccactatct gaccattatg 420 
agcccaagaa tgtgcctttc atttctggct gttgcctgga cccttgttgt cagtcactcc 480 
ctgttccaac tggcatttct tgttaattta cccttctgtg gccctaatgt gttggacagc 540 
ttctactgtg accttcctca gcttctcaga ctagcctgta ccgacaccta cagattgcag 600 
ttcatggtca ctgttaacag tgggtttatc tgtgtgggta ctttcttcat acttctaatc 660 
tcctacgtct tcatcctgtt tactgtttgg aaacattcct caggtggttc atccaaggcc 720 
ctttccactc tttcagctca cagcacagcg gtccttttgt tctttggtcc acccatgttt 780 
gtgtatacat ggccacaccc taattcacag atggacaagt ttctggctat ttttgatgca 840 
gttctcactc cttttctgaa tccagttgtc tatacattca ggaataagga gatgaaggca 900 
gcaataaaga gagtatgcaa acagctagtg atttacaaga agatctcata aatgatacaa 960 
taagcccttc tc 972 



<210> 110 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Met Asp Gly Glu Asn His Ser Val Val Ser Glu Phe Leu Phe Leu Gly 
15 10 15 

Leu Thr His Ser Trp Glu lie Gin Leu Leu Leu Leu Val Phe Ser Ser 
20 25 30 

Val Leu Tyr Val Ala Ser lie Thr Gly Asn He Leu He Val Phe Ser 
35 40 45 

Val Thr Thr Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Val 
50 55 60 



107 



Ser Leu Ser Phe lie Asp Leu Gly Ala Cys Ser Val Thr Ser Pro Lys 

75 80 



65 



70 



Met lie Tyr Asp Leu Phe Arg Lys Arg Lys Val He Ser Phe Gly Gly 
85 90 95 

Cys lie Ala Gin lie Phe Phe lie His Val He Gly Gly Val Glu Met 



100 



105 



110 



Val Leu Leu lie Ala Met Ala Phe Asp Ser Tyr Val Ala Leu Leu Lys 
115 120 125 

Pro Leu His Tyr Leu Thr lie Met Ser Pro Arg Met Cys Leu Ser Phe 
130 135 I 40 

Leu Ala Val Ala Trp Thr Leu Val Val Ser His Ser Leu Phe Gin Leu 
145 150 155 160 

Ala Phe Leu Val Asn Leu Pro Phe Cys Gly Pro Asn Val Leu Asp Ser 
165 "0 175 

Phe Tyr Cys Asp Leu Pro Gin Leu Leu Arg Leu Ala Cys Thr Asp Thr 
180 185 190 

Tyr Arg Leu Gin Phe Met Val Thr Val Asn Ser Gly Phe lie Cys Val 



195 



200 



205 



Gly Thr Phe Phe lie Leu Leu lie Ser Tyr Val Phe lie Leu Phe Thr 

215 220 



210 



Val Trp Lys His Ser Ser Gly Gly Ser Ser Lys Ala Leu Ser Thr Leu 

235 240 



225 



230 



Ser Ala His Ser Thr Ala Val Leu Leu Phe Phe Gly Pro Pro Met Phe 
245 250 255 

Val Tyr Thr Trp Pro His Pro Asn Ser Gin Met Asp Lys Phe Leu Ala 



260 



265 



270 



He Phe Asp Ala Val Leu Thr Pro Phe Leu Asn Pro Val Val Tyr Thr 

280 285 



275 

Phe Arg Asn Lys Glu Met Lys Ala Ala lie Lys Arg Val Cys Lys Gin 
290 295 300 

Leu Val He Tyr Lys Lys He Ser 
305 310 



108 



<210> 111 
<211> 972 
<212> DNA 
<213> Homo sapiens 

<400> 111 

ttggctggac caatggatgg agagaatcac tcagtggtat ctgagttttt gtttctggga 60 
ctcactcatt catgggagat ccagctcctc ctcctagtgt tttcctctgt gctctatgtg 120 
gcaagcatta ctggaaacat cctcattgtg ttttctgtga ccactgaccc tcacttacac 180 
tcccccatgt actttctact ggtcagtctc tccttcattg acttaggagc ctgctctgtc 240 
acttctccca agatgattta tgacctgttc agaaagcgca aagtcatctc ctttggaggc 300 
tgcatcgctc aaatcttctt catccacgtc attggtggtg tggagatggt gctgctcata 360 
gccatggcct ttgacagtta tgtggcccta ttaaagcccc tccactatct gaccattatg 420 
agcccaagaa tgtgcctttc atttctggct gttgcctgga cccttgttgt cagtcactcc 480 
ctgttccaac tggcatttct tgttaattta cccttctgtg gccctaatgt gttggacagc 540 
ttctactgtg accttcctca gcttctcaga ctagcctgta ccgacaccta cagattgcag 600 
ttcatggtca ctgttaacag tgggtttatc tgtgtgggta ctttcttcat acttctaatc 660 
tcctacgtct tcatcctgtt tactgtttgg aaacattcct caggtggttc atccaaggcc 720 
ctttccactc tttcagctca cagcacagcg gtccttttgt tctttggtcc acccatgttt 780 
gtgtatacat ggccacaccc taattcacag atggacaagt ttctggctat ttttgatgca 840 
gttctcactc cttttctgaa tccagttgtc tatacattca ggaataagga gatgaaggca 900 
gcaataaaga gagtatgcaa acagctagtg atttacaaga agatctcata aatgatacaa 960 
taagcccttc tc 972 



<210> 112 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 112 

Met Asp Gly Glu Asn His Ser Val Val Ser Glu Phe Leu Phe Leu Gly 
15 10 15 

Leu Thr His Ser Trp Glu He Gin Leu Leu Leu Leu Val Phe Ser Ser 
20 25 30 

Val Leu Tyr Val Ala Ser He Thr Gly Asn He Leu He Val Phe Ser 
35 40 45 

Val Thr Thr Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Val 
50 55 60 

Ser Leu Ser Phe He Asp Leu Gly Ala Cys Ser Val Thr Ser Pro Lys 
65 70 75 80 



109 



Met lie Tyr Asp Leu Phe Arg Lys Arg Lys Val lie Ser Phe Gly Gly 

90 95 



85 



Cys 



lie Ala Gin lie Phe Phe He His Val lie Gly Gly Val Glu Met 



100 



105 



110 



Val Leu Leu lie Ala Met Ala Phe Asp Ser Tyr Val Ala Leu Leu Lys 
115 120 125 

Pro Leu His Tyr Leu Thr He Met Ser Pro Arg Met Cys Leu Ser Phe 
130 135 140 

Leu Ala Val Ala Trp Thr Leu Val Val Ser His Ser Leu Phe Gin Leu 

155 160 



145 



150 



Ala Phe Leu Val Asn Leu Pro Phe Cys Gly Pro Asn Val Leu Asp Ser 
165 170 i75 



Phe Tyr Cys Asp Leu Pro Gin Leu Leu Arg Leu Ala Cys Thr Asp Thr 
180 185 190 

Tyr Arg Leu Gin Phe Met Val Thr Val Asn Ser Gly Phe He Cys Val 



195 



200 



205 



Gly Thr Phe Phe He Leu Leu He Ser Tyr Val Phe He Leu Phe Thr 

215 220 



210 



Val Trp Lys His Ser Ser Gly Gly Ser Ser Lys Ala Leu Ser Thr Leu 

235 240 



225 



230 



Ser Ala His Ser Thr Ala Val Leu Leu Phe Phe Gly Pro Pro Met Phe 
245 250 255 

Val Tyr Thr Trp Pro His Pro Asn Ser Gin Met Asp Lys Phe Leu Ala 
260 265 270 

He Phe Asp Ala Val Leu Thr Pro Phe Leu Asn Pro Val Val Tyr Thr 



275 



280 



285 



Phe Arg Asn Lys Glu Met Lys Ala Ala He Lys Arg Val Cys Lys Gin 
290 295 300 

Leu Val He Tyr Lys Lys He Ser 
305 310 



<210> 113 
<211> 1001 



110 



<212> DNA 

<213> Homo sapiens 
<400> 113 

accaatgaca tggagtggcg gaaccatagt gggagagtgg gtgagtttgt gttgctgggg 60 
cttccctgct cctgcgccac tacaggtact attgtttgcc cttttgctgc tggcctatgt 120 
gttggtgctg actgagaaca cactcatcat tatggcaatt aggaaccatt ccaccctcca 180 
caaacccatg tacttttttc tagctaatat gtcctttctg gagatctggt atgtcactgt 240 
cactattccc aagatgcttg ctggctttgt tggatccaaa caggatcatg gacagctaat 300 
ctcctttgag ggatgcatga cacagctcta ctttttcctt ggcttgggct gcactgagtg 360 
tgtccttctc gctgttatgg cctatgatcg ctatatggcc atctgctatc ctctccacta 420 
cccagtcatt gtcagtggcc ggctgtgtgt gcagatggct gctggctctt gggctggagg 480 
ttttggcatc tccatggtca aagtttttct tatttctggc ctctcttact gtggccccaa 540 
catcatcaac cactttttct gtgatgtctc tccattgctc aacctctcat gcactgatat 600 
gtccacagca gagcttacag atttcatcct ggccattttt attcttctag ggccactctc 660 
tgtcactggg gcctcctatg tggccattac tggtgctgtg atgcacattc cttcggctgc 720 
tggacgctat aaggcctttt ccacctgtgc ctctcatctc actgttgtga taatcttcta 780 
tgcagccagt atcttcatct atgctcggcc aaaggcactc tcagcttttg acaccaacaa 840 
gttgtctctg tactgtatgc tgtcattgta ccattgctca atcccatcat ttactgcctg 900 
cgcaatcaag aggtcaagag agccctatgc tgtactctgc accctgtacc agcaccagga 960 
tcctgacccc aagaaagcta gcagaaatgt atagaaggga t 1001 

<210> 114 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 114 

Met Thr Trp Ser Gly Gly Thr He Val Gly Glu Trp Val Ser Leu Cys 
15 10 15 

Cys Trp Gly Phe Pro Ala Pro Ala Pro Leu Gin Val Leu Leu Phe Ala 
20 25 30 

Leu Leu Leu Leu Ala Tyr Val Leu Val Leu Thr Glu Asn Thr Leu He 
35 40 45 

He Met Ala He Arg Asn His Ser Thr Leu His Lys Pro Met Tyr Phe 
50 55 60 

Phe Leu Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr 
65 70 75 80 

He Pro Lys Met Leu Ala Gly Phe Val Gly Ser Lys Gin Asp His Gly 
85 90 95 

Gin Leu He Ser Phe Glu Gly Cys Met Thr Gin Leu Tyr Phe Phe Leu 



111 



100 



105 



110 



Gly Leu Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp 
115 120 125 

Arg Tyr Met Ala lie Cys Tyr Pro Leu His Tyr Pro Val He Val Ser 
130 135 1^0 

Gly Arg Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe 
145 " 150 155 160 

Gly lie Ser Met Val Lys Val Phe Leu lie Ser Gly Leu Ser Tyr Cys 
165 170 175 

Gly Pro Asn lie He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu 
180 185 190 

Asn Leu Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He 
195 200 205 

Leu Ala He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser 
210 215 220 

Tyr Val Ala He Thr Gly Ala Val Met His He Pro Ser Ala Ala Gly 
225 230 235 240 

Arg Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val He 
245 250 255 

He Phe Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu 
260 265 270 

Ser Ala Phe Asp Thr Asn Lys Leu Ser Leu Tyr Cys Met Leu Ser Leu 
275 280 285 

Tyr His Cys Ser He Pro Ser Phe Thr Ala Cys Ala He Lys Arg Ser 
290 295 300 

Arg Glu Pro Tyr Ala Val Leu Cys Thr Leu Tyr Gin His Gin Asp Pro 
305 310 315 320 



Asp Pro Lys Lys Ala Ser Arg Asn Val 
325 



<210> 115 
<211> 973 
<212> DNA 



112 



<213> Homo sapiens 



<400> 115 

aatgatgtgg gaaaactgga caattgtcag 
gtccactgag cttcaggctc tactgtttct 
aatgggcaat gtcctcatca tcctggtcac 
gtacttcttc ctcagaaact tgtccttcct 
caagatgctg gggaccctga tcattcaaga 
tcagatgtat ttcttcttct tttttggggc 
atatgaccgc tacgtggcca tctgtgaccc 
atcctgtgcc cagctggcag ctgcctcttg 
aaccacatgg attttcagtt tccctttttg 
tgacagccct cctgttattg cactggtctg 
tctgacagcc actgtcccat tcattctctt 
ccgcatcctc tccactatct tcaggatgcc 
cacctgttcc gcccacctct tggttgtctc 
tttccgaccc caatccagtg cctcttctga 
agtggtgact cccatgttga accccatcat 
tgcactgaag cggcttatcc acaggaccct 
ggaaactgaa ggg 



tgaatttgtt ctcgtgagct tctcagccct 60 
ccttttcttg accatttact tggttacttt 120 
tatagctgac tctgcactac aaagtcctat 180 
ggagataggt ttcaacttgg tcattgtgcc 240 
cacaaccatc tccttccttg gatgtgccac 300 
tgctgagtgc tgcctcctgg ccaccatggc 360 
cttgcactac ccagtcatca tgggccacat 420 
gttctcaggg ttttcagtgg ccactgtgca 480 
tggccccaac agggtgaacc acttcttctg 540 
tgctgacacc tctgtgtttg aactggaggc 600 
tcctttcttg ctgatcctgg gatcctatgt 660 
gtcagctgag gggaaacatc aggcattctc 720 
tctcttctat agcactgcca tcctcacgta 780 
gagcaagaag ctgctgtcac tctcttccac 840 
ctacagctca aggaataaag aagtgaaggc 900 
gggctctcag aaactatgat tggcttagat 960 

973 



<210> 116 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 116 

Met Met Trp Glu Asn Trp Thr lie Val Ser Glu Phe Val Leu Val Ser 
15 10 15 

Phe Ser Ala Leu Ser Thr Glu Leu Gin Ala Leu Leu Phe Leu Leu Phe 
20 25 30 

Leu Thr lie Tyr Leu Val Thr Leu Met Gly Asn Val Leu He He Leu 
35 40 45 

Val Thr He Ala Asp Ser Ala Leu Gin Ser Pro Met Tyr Phe Phe Leu 
50 55 60 

Arg Asn Leu Ser Phe Leu Glu He Gly Phe Asn Leu Val He Val Pro 
65 70 75 80 

Lys Met Leu Gly Thr Leu He He Gin Asp Thr Thr lie Ser Phe Leu 
85 90 95 

Gly Cys Ala Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Ala Ala Glu 
100 105 110 



113 



Cys Cys Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

120 125 



115 



Asp 



Pro Leu His Tyr Pro Val He Met Gly His He Ser Cys Ala Gin 



130 



135 



140 



Leu Ala Ala Ala Ser Trp Phe Ser Gly Phe Ser Val Ala Thr Val Gin 
145 150 155 160 

Thr Thr Trp He Phe Ser Phe Pro Phe Cys Gly Pro Asn Arg Val Asn 
165 1"?0 175 

His Phe Phe Cys Asp Ser Pro Pro Val lie Ala Leu Val Cys Ala Asp 
180 185 190 

Thr Ser Val Phe Glu Leu Glu Ala Leu Thr Ala Thr Val Pro Phe He 
195 200 205 

Leu Phe Pro Phe Leu Leu He Leu Gly Ser Tyr Val Arg He Leu Ser 
210 215 220 

Thr He Phe Arg Met Pro Ser Ala Glu Gly Lys His Gin Ala Phe Ser 

235 240 



225 



230 



Thr Cys Ser Ala His Leu Leu Val Val Ser Leu Phe Tyr Ser Thr Ala 
245 250 255 

He Leu Thr Tyr Phe Arg Pro Gin Ser Ser Ala Ser Ser Glu Ser Lys 
260 265 270 

Lys Leu Leu Ser Leu Ser Ser Thr Val Val Thr Pro Met Leu Asn Pro 
275 280 285 

He He Tyr Ser Ser Arg Asn Lys Glu Val Lys Ala Ala Leu Lys Arg 



290 



295 



300 



Leu He His Arg Thr Leu Gly Ser Gin Lys Leu 
305 310 315 



<210> 117 
<211> 937 
<212> DNA 
<213> Homo sapiens 



<400> 117 

atgaaaccag ggaatgatac acgaatttca gaatttcttc ttctaggact ttcagcagaa 60 



114 



ccagaattgc agcccttctt ctttgggctg ttcctgtcca tgtacctggt caccgtgctc 120 
gggaacctgc tcatcatcct ggccacaatc tcagactccc acctccacac ccccatgtac 180 
ttcttcctct ccaacctgtc ctttgcagat atcagttttg tgtctaccac tgtcccgaag 240 
atgctggtga atatccagac gcagagcaga gtcatcacct atgcaggctg catcacccag 300 
atgtgctttt tcctactatt tgcagtgttg gacagccttc tcctagctgt gatggcctat 360 
gatcggtttg tggccatctg tcatcctctg tactacacaa tcatcatgaa ccctcagttc 420 
tatagatgga ttcttagtgt cctgaattct ctgttacaaa gcttaatggt gttgccactg 480 
cccttctata cagacatagc aatcccccac tttttctgtg aacttaatca gataatctgc 540 
attgcctgtt ctgacacctt tcttaatgac atcatgatat attgtgcaac tgtgctgctg 600 
ggcggtggtc ccctcactgg aatcctttac tcttactcta agatagtttc ctccatacgt 660 
gcaatctcat cagctcaggg gaagtacaag gcattttcca cctgtgcatc tcacctctca "720 
gttgtctcct tgttttatgg tacaagccta ggaatgtacc ttagttctgc tgcaacccac 780 
aactcaccct caagtgcaac agcctcagtg atgtacactg tggtcacccc catgctgaac 840 
ccctttatct acagtctgag gaataaagac ctaaaggatg ctctgaaacg cttcttcaga 900 
aggaagcaat aaaaggactc ttcttcaatt aatgcct 937 



<210> 118 
<211> 303 
<212> PRT 
<213> Homo sapiens 

<400> 118 

Met Lys Pro Gly Asn Asp Thr Arg lie Ser Glu Phe Leu Leu Leu Gly 
15 10 15 

Leu Ser Ala Glu Pro Glu Leu Gin Pro Phe Phe Phe Gly Leu Phe Leu 
20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala 
35 40 45 

Thr lie Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Ala Asp lie Ser Phe Val Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Val Asn He Gin Thr Gin Ser Arg Val He Thr Tyr Ala Gly 
85 90 95 

Cys He Thr Gin Met Cys Phe Phe Leu Leu Phe Ala Val Leu Asp Ser 
100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His 
115 120 125 

Pro Leu Tyr Tyr Thr He He Met Asn Pro Gin Phe Tyr Arg Trp He 



115 



130 

Leu Ser Val Leu Asn 
145 

Pro Phe Tyr Thr Asp 
165 

Gin He He Cys He 
180 

He Tyr Cys Ala Thr 
195 

Leu Tyr Ser Tyr Ser 
210 

Ala Gin Gly Lys Tyr 
225 

Val Val Ser Leu Phe 
245 

Ala Ala Thr His Asn 
260 

Thr Val Val Thr Pro 
275 

Lys Asp Leu Lys Asp 
290 



135 

Ser Leu Leu Gin Ser Leu 
150 155 

He Ala He Pro His Phe 
170 

Ala Cys Ser Asp Thr Phe 
185 

Val Leu Leu Gly Gly Gly 
200 

Lys He Val Ser Ser He 
215 

Lys Ala Phe Ser Thr Cys 
230 235 

Tyr Gly Thr Ser Leu Gly 
250 

Ser Pro Ser Ser Ala Thr 
265 

Met Leu Asn Pro Phe He 
280 

Ala Leu Lys Arg Phe Phe 
295 



140 

Met Val Leu Pro Leu 
160 

Phe Cys Glu Leu Asn 
175 

Leu Asn Asp He Met 
190 

Pro Leu Thr Gly He 
205 

Arg Ala He Ser Ser 
220 

Ala Ser His Leu Ser 
240 

Met Tyr Leu Ser Ser 
255 

Ala Ser Val Met Tyr 
270 

Tyr Ser Leu Arg Asn 
285 

Arg Arg Lys Gin 
300 



<210> 119 
<211> 955 
<212> DNA 

<213> Homo sapiens 
<400> 119 

atgaaagcag ggaatgagac acaaatttca 
caagaattgc agcccttcct ctttgggctg 
gggaacctgc tcatcatcct ggccgcaatc 
ttctttctct ccaacctgtc cttcgtagat 
atgttggtga acatccagac acagagcaaa 
atgtgctttt ttgtactctt tatagtgttg 
gaccagtttg tggccatctg tcaccccctg 
tgtggactgc tggttctggt gtcctggatc 
ttagtgacat tgcagttgtc cttctgcaca 



gaatttcttc ttctaggatt ttcagagaaa 60 
ttcctgtcca tgtacctggt cactgtgctc 120 
tcagactcct gcctccacac ccccatgtac 180 
atctgttttg cctccaccat ggtcccaaag 240 
gtcattacct atgcaggttg catcacccag 300 
gacagcttac tcctgaccgt gatggcctat 360 
cactacacgg tcatcatgag ccctcagctc 420 
atgagtgtcc taaactccat gttacaaagc 480 
gacttggaaa tccctcactt tttctgtgaa 540 



116 



cttaatgaga tgatccacct tgcctgttct gacacctttg tgaacaacat ggtgatgcat 600 

tttgcagctg tgctgctgga cggtggtcct ctcgttggga tcctttattc ttactgtagg 660 

atagtttcct ccatacgtgc aatctcgtca actcagggga agtacaaggc actttccacc 720 

tgtgcatctc acctctcagt tgtctccata ttttatggta cggggctagg ggtgtacctt 780 

agctctacta tgacccaaaa cttacactca actgctgtcg cctcggtgat gtacactgtg 840 

gtcaccccca tgctcaaccc cttcatttac agtctgagga ataaagacat aaagggggct 900 

ctgacacaat tcttcagagg gaaacaataa aagagccatt tttcggctgg gcaca 955 



<210> 120 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 120 

Met Lys Ala Gly Asn Glu Thr Gin lie Ser Glu Phe Leu Leu Leu Gly 
15 10 15 

Phe Ser Glu Lys Gin Glu Leu Gin Pro Phe Leu Phe Gly Leu Phe Leu 
20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala 
35 40 45 

Ala lie Ser Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Val Asp lie Cys Phe Ala Ser Thr Met Val Pro Lys 
65 70 75 80 

Met Leu Val Asn He Gin Thr Gin Ser Lys Val He Thr Tyr Ala Gly 
85 90 95 

Cys He Thr Gin Met Cys Phe Phe Val Leu Phe He Val Leu Asp Ser 
100 105 110 

Leu Leu Leu Thr Val Met Ala Tyr Asp Gin Phe Val Ala He Cys His 
115 120 125 

Pro Leu His Tyr Thr Val He Met Ser Pro Gin Leu Cys Gly Leu Leu 
130 135 140 

Val Leu Val Ser Trp He Met Ser Val Leu Asn Ser Met Leu Gin Ser 
145 150 155 160 

Leu Val Thr Leu Gin Leu Ser Phe Cys Thr Asp Leu Glu He Pro His 
165 170 175 



117 



Phe Phe Cys Glu 
180 

Phe Val Asn Asn 
195 

Gly Pro Leu Val 
210 

lie Arg Ala lie 
225 

Cys Ala Ser His 



Gly Val Tyr Leu 

260 

Val Ala Ser Val 
275 

lie Tyr Ser Leu 
290 

Phe Arg Gly Lys 
305 



Leu Asn Glu Met 



Met Val Met His 
200 

Gly lie Leu Tyr 
215 

Ser Ser Thr Gin 
230 

Leu Ser Val Val 
245 

Ser Ser Thr Met 



Met Tyr Thr Val 
280 

Arg Asn Lys Asp 
295 

Gin 



lie His Leu Ala 
185 

Phe Ala Ala Val 



Ser Tyr Cys Arg 
220 

Gly Lys Tyr Lys 

235 

Ser lie Phe Tyr 
250 

Thr Gin Asn Leu 
265 

Val Thr Pro Met 



lie Lys Gly Ala 
300 



Cys Ser Asp Thr 
190 

Leu Leu Asp Gly 
205 

He Val Ser Ser 



Ala Leu Ser Thr 
240 

Gly Thr Gly Leu 
255 

His Ser Thr Ala 
270 

Leu Asn Pro Phe 
285 

Leu Thr Gin Phe 



<210> 121 
<211> 865 
<212> DNA 
<213> Homo sapiens 

<400> 121 

ctctgactcc cacctccaca cccccatgta cttcttcctc tccaacctgt ccttggctga 60 
catcggtttc acctccacca cggtccccaa gatgattgtg gacatgcaaa ctcacagcag 120 
agtcatctcc tatgaaggct gcctgactca gatgtctttt tttgtccttt ttgcatgtat 180 
ggatgacatg ctcctgagtg tgatggccta tgaccggttt gtggccatct gtcaccccct 240 
gcactaccga atcatcatga acccacgcct ctgtggcttc ttaatcttgt tgtctttttt 300 
tattagtctt ttggactccc agttgcacaa tttgattatg ttacagctca cctgcttcaa 360 
ggatgtggac atttctaatt tcttctgtga cccttctcaa ctcctccacc ttaggtgttc 420 
cgacaccttc atcaatgaaa tggtcatata tttcatgggt gccatatttg gctgtctccc 480 
tatctcaggg atccttttct cttactataa aattgtttcc cccattctga gagttccaac 540 
atcagatggg aagtataaag ccttctccac ctgtggctct cacctggcag ttgtttgctt 600 
attttatgga acagggcttg tagggtacct cagttcagct gtgttaccat cccccaggaa 660 
gagtatggtg gcttcagtga tgtacactgt ggtcaccccc atgctgaacc ccttcatcta 720 
cagcctgagg aacaaggaca ttcaaagtgc cctgtgcagg ctgcatggca gaatcatcaa 780 
atctcatcat ctccatcctt tttgttatat gggatagaaa tggcagcaaa atttaacacc 840 



118 



taggcctgca aattctgcct ccttg 



865 



<210> 122 
<211> 263 
<212> PRT 

<213> Homo sapiens 



<400> 122 

Met Tyr Phe Phe Leu Ser Asn Leu Ser Leu Ala Asp lie Gly Phe Thr 
1 5 10 15 

Ser Thr Thr Val Pro Lys Met He Val Asp Met Gin Thr His Ser Arg 



20 



25 



Val I 



le Ser Tyr Glu Gly Cys Leu Thr Gin Met Ser Phe Phe Val Leu 
35 40 45 



Phe Ala Cys Met Asp Asp Met Leu Leu Ser Val Met Ala Tyr Asp Arg 
50 ' 55 60 

Phe Val Ala lie Cys His Pro Leu His Tyr Arg lie He Met Asn Pro 
65 70 75 80 

Arg Leu Cys Gly Phe Leu lie Leu Leu Ser Phe Phe lie Ser Leu Leu 
85 9° 95 

Asp Ser Gin Leu His Asn Leu He Met Leu Gin Leu Thr Cys Phe Lys 
100 105 11° 

Asp Val Asp He Ser Asn Phe Phe Cys Asp Pro Ser Gin Leu Leu His 
115 120 125 

Leu Arg Cys Ser Asp Thr Phe He Asn Glu Met Val He Tyr Phe Met 
130 135 140 

Gly Ala He Phe Gly Cys Leu Pro He Ser Gly He Leu Phe Ser Tyr 
145 150 155 160 



Tyr Lys He Val Ser Pro He Leu Arg Val Pro Thr Ser Asp Gly Lys 
165 "0 I 75 

Tyr Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ala Val Val Cys Leu 



180 



185 



Phe Tyr Gly Thr Gly Leu Val Gly Tyr Leu Ser Ser Ala Val Leu Pro 
195 



200 205 



119 



Ser Pro Arg Lys Ser Met Val Ala Ser Val Met Tyr Thr Val Val Thr 
210 215 220 



Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg Asn Lys Asp lie Gin 
225 230 235 240 

Ser Ala Leu Cys Arg Leu His Gly Arg lie lie Lys Ser His His Leu 
245 250 255 

His Pro Phe Cys Tyr Met Gly 
2 60 



<210> 123 

<211> 1044 

<212> DNA 

<213> Homo sapiens 

<400> 123 

accaaaatta ttttattgtt caaaatgtat gtgtcaaatt gcaatccttg tgctattcac 60 
agaaaaatca attatccaaa taccaaactg gatttcgagc aagtgaacaa cataacggaa 120 
ttcatcttgc ttggcctgac acagaacgca gaggcacaga aactcttgtt tgctgtgttt 180 
acactcatct actttctcac catggtagac aacctaatca ttgtggtgac aatcaccacc 240 
agcccagccc tggactcccc cgtgtatttt tttctgtctt tcttttcctt catagatggc 300 
tgctcctctt ctaccatggc ccccaaaatg atatttgact tactcactga aaagaaaact 360 
atttccttca gtgggtgcat gacccagctc tttgtagaac atttctttgg gggagttgag 420 
atcattctgc tcgtggtgat ggcctatgac tgctatgtgg ccatctgcaa gcccctgtac 480 
tacctgatca caatgaacag gcaggtatgt ggcctcctgg tggccatggc atgggtcggg 540 
ggatttcttc acgctctgat tcaaatgctt ttaatagtct ggctgccctt ctgtggcccc 600 
aatgtcattg accatttcat ctgtgacctt ttccctctgc taaaactctc ctgcactgac 660 
actcacgtct ttggactctt tgttgccgcc aacagtgggc tgatgtgtat gctcattttt 720 
tctattctta ttacctctta cgtcctaatc ctctgctcac agcggaaggc tctctctacc 780 
tgcgccttcc atatcactgt agtcgtccta ttctttgttc cctgtatatt ggtgtacctt 840 
cgacccatga tcaccttccc tattgataaa gctgtgtctg tgttttatac tgtggtaaca 900 
cccatgttaa accctttaat ctacaccctc agaaacacag aggtgaaaaa tgccatgaag 960 
cagctctgga gccaaataat ctggggtaac aatttgtgtg attagagaag ataaacacag 1020 
aacctactca tattttaaca acag 1044 



<210> 124 
<211> 326 
<212> PRT 
<213> Homo sapiens 

<400> 124 

Met Tyr Val Ser Asn Cys Asn Pro Cys Ala lie His Arg Lys lie Asn 
15 10 15 



120 



Tyr Pro Asn Thr Lys Leu Asp Phe Glu Gin Val Asn Asn lie Thr Glu 

25 30 



20 



Phe lie Leu Leu Gly Leu Thr Gin Asn Ala Glu Ala Gin Lys Leu Leu 

40 45 



35 



Phe 



Ala Val Phe Thr Leu lie Tyr Phe Leu Thr Met Val Asp Asn Leu 



60 



lie He 
65 



50 55 

Val Val Thr He Thr Thr Ser Pro Ala Leu Asp Ser Pro Val 



70 



75 



80 



Tyr Phe Phe Leu Ser Phe Phe Ser Phe lie Asp Gly Cys Ser Ser Ser 



85 



90 



Thr Met Ala Pro Lys Met lie Phe Asp Leu Leu Thr Glu Lys Lys Thr 

105 110 



100 

He Ser Phe Ser Gly Cys Met Thr Gin Leu Phe Val Glu His Phe Phe 
115 120 125 

Glv Gly Val Glu lie lie Leu Leu Val Val Met Ala Tyr Asp Cys Tyr 
130 135 1^0 



Val Ala lie Cys Lys Pro Leu Tyr Tyr Leu He Thr Met Asn Arg Gin 
145 150 155 160 

Val Cys Gly Leu Leu Val Ala Met Ala Trp Val Gly Gly Phe Leu His 
165 "0 175 

Ala Leu He Gin Met Leu Leu He Val Trp Leu Pro Phe Cys Gly Pro 
180 185 i90 

He Asp His Phe He Cys Asp Leu Phe Pro Leu Leu Lys Leu 



Asn Val He Asp 



205 



195 200 
Ser Cys Thr Asp Thr His Val Phe Gly Leu Phe Val Ala Ala Asn Ser 



210 



215 



220 



Gly Leu Met Cys Met Leu He Phe Ser He Leu He Thr Ser Tyr Val 
225 230 235 240 

Leu lie Leu Cys Ser Gin Arg Lys Ala Leu Ser Thr Cys Ala Phe His 
245 250 255 



He Thr Va 



1 Val Val Leu Phe Phe Val Pro Cys He Leu Val Tyr Leu 



260 



265 



270 



121 



Arg Pro Met lie Thr Phe 
275 



Pro lie Asp Lys Ala 
280 



Val Ser Val Phe Tyr 
285 



Thr Val Val Thr Pro Met Leu Asn Pro Leu lie Tyr Thr Leu Arg Asn 
290 295 300 

Thr Glu Val Lys Asn Ala Met Lys Gin Leu Trp Ser Gin lie lie Trp 
305 310 315 320 



Gly Asn Asn Leu Cys Asp 
325 



<210> 125 
<211> 986 
<212> DNA 
<213> Homo sapiens 

<400> 125 

ccatataaat ggctgacaga aatgtcactg tgataactga attcatcctc ctggggttga 60 
ctgataaccc tgaaatgaat gttgtccttt ctgtgctctt tctattaatc tatctcatta 120 
ctgtcttggg caacttttgg attatcataa taattctggc tagtgcccaa ctccattcac 180 
ccatgtactt tttccttagc cagttggctt tcttagattt ctgctattct tcagtcttga 240 
ttcctaaaat gttggtgaat tacatagcag gacagaaagt catctcttat cacggttgcc 300 
tccttcagta ttcctttgtc agcttgttcc tgactactga atgcttcctc ctggctgcca 360 
tggcatgtga tcggtatctc gctgtttgcc acccacttca ctacaaaggt ctcatgactc 420 
ctactttctg gatctatttg gtgactgttt cttacctgct gggctctgta aactccctca 480 
cccacctgag tagcttactc agtttgtctt tctgtgggtc caatgttatc aaccgttatt 540 
tctgtgacat tccattgctc ttccaactct cctgttccaa cacccaacac agtaagattt 600 
tatttactgt cctttctgga gcaacatcag tgactacctt tttgatagtg gttagttcct 660 
atctggtaat cctactcatt gtcctgaaga tacattccac caggggcaga aataaagcca 720 
tatccacatg tgcctcccac ctaatggtag tgactctctt ctacagaaca gtgatattta 780 
cttatctggg agccaaccct ggatactcac aggatagacc caaaattctg cctgtggagt 84 0 
gcacactttt gttgtcaata ctaaatcttc taatatatag cgtgagaaac agagaagtca 900 
aagaagccat aaaaataatt attaagagaa aaatacttcc tcagtgaaca tgaattttca 960 
gccagaaaca tttaagacta ttatca 986 



<210> 126 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 126 

Met Ala Asp Arg Asn Val Thr Val He Thr Glu Phe He Leu Leu Gly 
15 10 15 

Leu Thr Asp Asn Pro Glu Met Asn Val Val Leu Ser Val Leu Phe Leu 

122 



20 



25 



30 



Leu lie Tyr Leu He Thr Val Leu Gly Asn Phe Trp He lie lie He 
35 40 45 



lie Leu Ala Ser Ala Gin Leu His Ser Pro Met Tyr Phe Phe Leu Ser 



50 



55 



60 



Gin Leu Ala Phe Leu Asp Phe Cys Tyr Ser Ser Val Leu lie Pro Lys 



65 



70 



75 



Met Leu Val Asn Tyr lie Ala Gly Gin Lys Val He Ser Tyr His Gly 
85 9° 95 



Cys Leu Leu Gin Tyr Ser Phe Val Ser Leu Phe Leu Thr Thr Glu Cys 
100 110 



Phe Leu Leu Ala Ala Met Ala Cys Asp Arg Tyr Leu Ala Val Cys His 



115 



120 



125 



145 
Se 



Pro Leu His Tyr Lys Gly Leu Met Thr Pro Thr Phe Trp He Tyr Leu 
130 135 140 

Val Thr Val Ser Tyr Leu Leu Gly Ser Val Asn Ser Leu Thr His Leu 
5 150 I" 160 

r Ser Leu Leu Ser Leu Ser Phe Cys Gly Ser Asn Val He Asn Arg 
165 "0 175 

Tyr Phe Cys Asp He Pro Leu Leu Phe Gin Leu Ser Cys Ser Asn Thr 
180 iyb 

Gin His Ser Lys He Leu Phe Thr Val Leu Ser Gly Ala Thr Ser Val 
195 200 205 

Thr Thr Phe Leu He Val Val Ser Ser Tyr Leu Val He Leu Leu He 
210 215 220 

He His Ser Thr Arg Gly Arg Asn Lys Ala He Ser Thr 



Val Leu Lys 
225 



230 



235 



240 



Cys Ala Ser His Leu Met Val Val Thr Leu Phe Tyr Arg Thr Val He 



245 



250 



riw aia Aqn Pro Glv Tyr Ser Gin Asp Arg Pro Lys 
Phe Thr Tyr Leu Gly Ala Asn fro yy± ^ 



260 



265 



lie Leu Pro Val Glu Cys Thr Leu Leu Leu Ser He Leu Asn Leu Leu 

123 



275 



280 



285 



He Tyr Ser Val Arg Asn Arg Glu Val Lys Glu Ala He Lys He He 

290 295 300 

He Lys Arg Lys He Leu Pro Gin 

305 310 



<210> 127 

<211> 1012 

<212> DNA 

<213> Homo sapiens 

<400> 127 

gatcaacttt cttatgtttt ctcacaggat tcaaaaaaat cagactgctg gagtcacctt 60 
catcctcttg ggcttctcag aatttccaga ccttcagata cccctgttcc tggtcttcct 120 
gaccatctac acaatcactg tgatggggaa tctgggcatg atcatggtca tcaggatcaa 180 
ccccaaactc cacaccccta tgtacttttt cctcagccac ttgtcctttg ttgatttctg 240 
ttattccacc acaattacac caaaactgct ggagaacttg gttgtggaag acagaatcat 300 
ctccttcaca ggatgcatca tgcaattctt ctttgcctgt atatttgtgg tgacagaaac 360 
attcatgctg gcagcgatgg cttatgacag atttgtggca gtgtgtaacc ctctgcttta 420 
cacagttgca atgtcccaga ggctttgctc cttgttagtg gctgcatcat actcttggag 480 
tttagtttgt tccttaacat acacatattt tctgttgact ttatcttttt gtaggactaa 540 
cttcattaat aactttgtct gtgagcacgc tgccattgtt gctgtgtcct gctctgaccc 600 
ctacatgagc cagaaggtca ttttagtttc tgcaacattc aatgaaataa gcagcctggt 660 
gatcattctc acttcctatg ctttcatttt tatcactgtc atgaagatgc cttccactgg 720 
ggggcgcaag aaagcgttct ccacgtgtgc ctcccacctg accgccatta ccattttcca 780 
tgggactatc ctttttctct actgtgttcc taactccaaa agttcatggc tcatggtcaa 840 
ggtggcctct gtcttttaca cagtggtcat tcccatgctg aaccccttga tctatagcct 900 
caggaacaaa gatgtaaaag agacagtcag gaagttagtc attaccaaat tattatgtca 960 
taaaatgtaa tgctagaaat attaattatt tatccttgag agcagcactg ca 1012 



<210> 128 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 128 

Met Phe Ser His Arg He Gin Lys Asn Gin Thr Ala Gly Val Thr Phe 
15 10 15 

He Leu Leu Gly Phe Ser Glu Phe Pro Asp Leu Gin He Pro Leu Phe 
20 25 30 

Leu Val Phe Leu Thr lie Tyr Thr He Thr Val Met Gly Asn Leu Gly 
35 40 45 



124 



Met lie Met Val He Arg He Asn Pro Lys Leu His Thr Pro Met Tyr 

55 60 



50 



Phe Phe Leu Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Thr Thr 

70 75 



65 



lie Thr Pro Lys Leu Leu Glu Asn Leu Val Val Glu Asp Arg He He 

90 y5 



85 



Ser Phe Thr Gly Cys He Met Gin Phe Phe Phe Ala Cys lie Phe Val 

ioo i° 5 110 

Val Thr Glu Thr Phe Met Leu Ala Ala Met Ala Tyr Asp Arg Phe Val 
115 I 20 125 

Ma Val Cys Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Arg Leu 
130 135 140 

Cys Ser Leu Leu Val Ala Ala Ser Tyr Ser Tr P Ser Leu Val Cys Ser 
145 150 155 

Leu Thr Tyr Thr Tyr Phe Leu Leu Thr Leu Ser Phe Cys Arg Thr Asn 

170 1 '3 



165 



Phe 



Cys 



lie Asn Asn Phe Val Cys Glu His Ala Ala lie Val Ala Val Ser 



180 



185 



190 



Ser Asp Pro Tyr Met Ser Gin Lys Val He Leu Val Ser Ala Thr 



195 



200 



205 



Phe As 
210 



n Glu lie Ser Ser Leu Val He He Leu Thr Ser Tyr Ala Phe 



215 



220 



lie Phe lie Thr Val Met Lys Met Pro Ser Thr Gly Gly Arg Lys Lys 



225 



230 



Ma Phe Ser Thr Cys Ma Ser His Leu Thr Ma He Thr He Phe His 
245 250 " 

Gly Thr lie Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Ser Ser Trp 

265 270 



260 



Leu Met Val Lys Val Ala Ser Val Phe Tyr Thr Val Val He Pro Met 



275 



280 



285 



Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Thr 



290 



295 



300 



125 



Val Arg Lys Leu Val lie Thr Lys Leu Leu Cys His Lys Met 
305 310 315 



<210> 129 
<211> 948 
<212> DNA 
<213> Homo sapiens 

<400> 129 

cgatgctgct gacagataga aatacaagtg ggaccacgtt caccctcttg ggcttctcag 60 

attacccaga actgcaagtc ccactcttcc tggtttttct ggccatctac aatgtcactg 120 

tgctagggaa tattgggttg attgtgatca tcaaaatcaa ccccaaactg cataccccca 180 

tgtacttttt cctcagccaa ctctcctttg tggatttctg ctattcctcc atcattgctc 240 

ccaagatgtt ggtgaacctt gttgtcaaag acagaaccat ttcattttta ggatgcgtag 300 

tacaattctt tttcttctgt acctttgtgg tcactgaatc ctttttatta gctgtgatgg 360 

cctatgaccg cttcgtggcc atttgcaacc ctctgctcta cacagttgac atgtcccaga 420 

aactctgcgt gctgctggtt gtgggatcct atgcctgggg agtctcatgt tccttggaac 480 

tgacgtgctc tgctttaaag ttatgttttc atggtttcaa cacaatcaat cacttcttct 540 

gtgagttctc ctcactactc tccctttctt gctctgatac ttacatcaac cagtggctgc 600 

tattctttct tgccaccttt aatgaaatca gcacactact catcgttctc acatcttatg 660 

cgttcattgt tgtaaccatc ctcaagatgc gttcagtcag tgggcgccgc aaagccttct 720 

ccacctgtgc ctcccacctg actgccatca ccatcttcca tggcaccatc ctcttccttt 780 

actgtgtgcc caactccaaa aactccaggc acacagtcaa agtggcctct gtgttttaca 840 

ccgtggtgat ccccatgttg aatcccctga tctacagtct gagaaataaa gatgtcaagg 900 

atacagtcac cgagatactg gacaccaaag tcttctctta ctgagcct 948 



<210> 130 
<211> 313 
<212> PRT 
<213> Homo sapiens 

<400> 130 

Met Leu Leu Thr Asp Arg Asn Thr Ser Gly Thr Thr Phe Thr Leu Leu 
15 10 15 

Gly Phe Ser Asp Tyr Pro Glu Leu Gin Val Pro Leu Phe Leu Val Phe 
20 25 30 

Leu Ala lie Tyr Asn Val Thr Val Leu Gly Asn lie Gly Leu lie Val 
35 40 45 

lie lie Lys lie Asn Pro Lys Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Gin Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser lie lie Ala Pro 



126 



75 



80 



65 ™ 
Lys Met Leu Val Asn Leu Val Val Lys Asp Arg Thr He Ser Phe Leu 



85 



90 



Gly Cys Val Val Gin Phe Phe Phe Phe Cys Thr Phe Val Val Thr Glu 
100 HO 

Ser Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 

120 125 



Asn 



Pro Leu Leu Tyr Thr Val Asp Met Ser Gin Lys Leu Cys Val Leu 



130 



135 



140 



Leu Val Val Gly Ser Tyr Ala Trp Gly Val Ser Cys Ser Leu Glu Leu 

155 I 60 



145 



150 



Thr Cys Ser Ala Leu Lys Leu Cys Phe His Gly Phe Asn Thr lie Asn 

- 17 5 



165 



170 



His Phe Phe Cys Glu Phe Ser Ser Leu Leu Ser Leu Ser Cys Ser Asp 



180 



185 



190 



Thr Tyr lie Asn Gin Trp Leu Leu Phe Phe Leu Ala Thr Phe Asn Glu 



195 



200 



205 



He Ser Thr Leu Leu He Val Leu Thr Ser Tyr Ala Phe lie Val Val 
210 215 220 

Thr lie Leu Lys Met Arg Ser Val Ser Gly Arg Arg Lys Ala Phe Ser 
225 230 235 



Thr Cys Ala Ser 



His Leu Thr Ala lie Thr He Phe His Gly Thr He 



245 



250 



255 



Leu Phe Leu Tyr Cys Va 



1 Pro Asn Ser Lys Asn Ser Arg His Thr Val 



270 



260 265 

Lys Val Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 

— 2 85 



275 



280 



Leu 



lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Thr Val Thr Glu 



290 



295 



300 



He Leu Asp Thr Lys Val Phe Ser Tyr 
305 310 



127 



<210> 131 
<211> 989 
<212> DNA 
<213> Homo sapiens 

<400> 131 

aacacatgga gacaagaaat tactctgcca tgactgaatt ctttctggtg gggctttccc 60 
aatatccaga gctccagctt tttctgttcc tgctctgcct catcatgtac atgataatcc 120 
tcctgggaaa tagcctcctc attatcatca ccatcttgga ttctcgcctc catactccca 180 
tgtatttctt tcttggaaac ctctcattct tggacatctg ttacacatcc tcatccattc 240 
ctccaatgct tattatattt atgtctgaga gaaaatccat ctccttcatt ggctgtgctc 300 
tgcagatggt tgtgtccctt ggcttgggct ccactgagtg tgtcctcctg gctgtgatgg 360 
cctatgacca ctatgtggcc atctgcaacc cactgaggta ctccatcatc atgaacggag 420 
tgctgtatgt gcaaatggct gcatggtcct ggatcatagg ctgtctgacc tccctattgc 480 
aaacagttct gacaatgatg ttgcctttct gtgggaataa tgtcattgat catattacct 540 
gtgaaatttt ggcccttcta aaacttgttt gttcagatat caccatcaat gtgcttatca 600 
tgacagtgac aaatattgtt tcactggtga ttcttctact gttaattttc atctcctatg 660 
tgtttattct ctcttccatc ctgagaatta attgtgctga gggaagaaag aaagccttct 720 
ctacctgttc agcgcactcg attgtggtca tcttattcta cggttcagcc ctttttatgt 780 
acatgaaacc caagtcaaag aacactaata catctgatga gattattggg ctgtcttatg 840 
gagtggtaag cccaatgtta aatcccatca tctatagcct caggaataaa gaggtcaaag 900 
aggctgtaaa gaaagtcctg agcagacatc tgcatttatt gaaaatgtga aaaaccttgg 960 
gcatgcgata tcctcaatgg ggcaagaga 989 



<210> 132 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 132 

Met Glu Thr Arg Asn Tyr Ser Ala Met Thr Glu Phe Phe Leu Val Gly 
15 10 15 

Leu Ser Gin Tyr Pro Glu Leu Gin Leu Phe Leu Phe Leu Leu Cys Leu 
20 25 30 

lie Met ,Tyr Met He He Leu Leu Gly Asn Ser Leu Leu He He lie 
35 40 45 

Thr He Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Ser Ser Ser He Pro Pro 
65 70 75 80 

Met Leu He He Phe Met Ser Glu Arg Lys Ser He Ser Phe He Gly 
85 90 95 



128 



Cys Ala Leu Gin Met Val Val Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 110 



Val Leu Leu Ala Val Met Ala Tyr Asp His Tyr Val Ala lie Cys Asn 
115 120 125 

Pro Leu Arg Tyr Ser lie lie Met Asn Gly Val Leu Tyr Val Gin Met 
130 135 140 

Ala Ala Trp Ser Trp lie lie Gly Cys Leu Thr Ser Leu Leu Gin Thr 
145 150 155 160 

Val Leu Thr Met Met Leu Pro Phe Cys Gly Asn Asn Val lie Asp His 
165 170 175 

lie Thr Cys Glu lie Leu Ala Leu Leu Lys Leu Val Cys Ser Asp lie 
180 185 190 

Thr He Asn Val Leu He Met Thr Val Thr Asn He Val Ser Leu Val 
195 200 205 

He Leu Leu Leu Leu He Phe He Ser Tyr Val Phe He Leu Ser Ser 
210 215 220 

He Leu Arg He Asn Cys Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Ser He Val Val He Leu Phe Tyr Gly Ser Ala Leu 
245 250 255 

Phe Met Tyr Met Lys Pro Lys Ser Lys Asn Thr Asn Thr Ser Asp Glu 
260 265 270 

He He Gly Leu Ser Tyr Gly Val Val Ser Pro Met Leu Asn Pro He 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Val Lys Lys Val 
290 295 300 



Leu Ser Arg His Leu His Leu Leu Lys Met 
305 310 



<210> 133 

<211> 990 

<212> DNA 

<213> Homo sapiens 



129 



<400> 133 

acatggagac aagaaattac tctgccatga ctgaattctt tctggtgggg ctttcccaat 60 

atccagagct ccagcttttt ctgttcctgc tctgcctcat catgtacatg ataatcctcc 120 

tgggaaatag cctcctcatt atcatcacca tcttggattc tcgcctccat actcccatgt 180 

atttctttct tggaaacctc tcattcttgg acatctgtta cacatcctca tccattcctc 240 

caatgcttat tatatttatg tctgagagaa aatccatctc cttcattggc tgtgctctgc 300 

agatggttgt gtcccttggc ttgggctcca ctgagtgtgt cctcctggct gtgatggcct 360 

atgaccacta tgtggccatc tgcaacccac tgaggtactc catcatcatg aacggagtgc 420 

tgtatgtgca aatggctgca tggtcctgga tcataggctg tctgacctcc ctattgcaca 480 

cagttctgac aatgatgttg cctttctgtg ggaataatgt cattgatcat attacctgtg 540 

aaattttggc ccttctaaaa cttgtttgtt cagatatcac catcaatgtg cttatcatga 600 

cagtgacaaa tattgtttca ctggtgattc ttctactgtt aattttcatc tcctatgtgt 660 

ttattctctc ttccatcctg agaattaatt gtgctgaggg aagaaagaaa gccttctcta 720 

cctgttcagc gcactcgatt gtggtcatct tattctacgg ttcagccctt tttatgtaca 780 

tgaaacccaa gtcaaagaac actaatacat ctgatgagat tattgggctg tcttatggag 840 

tggtaagccc aatgttaaat cccatcatct atagcctcag gaataaagag gtcaaagagg 900 

ctgtaaagaa agtcctgagc agacatctgc atttattgaa aatgtgaaaa accttgggca 960 

tgcgatatcc tcaatggggc aagagagctt 990 



<210> 134 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 134 

Met Glu Thr Arg Asn Tyr Ser Ala Met Thr Glu Phe Phe Leu Val Gly 
15 10 15 

Leu Ser Gin Tyr Pro Glu Leu Gin Leu Phe Leu Phe Leu Leu Cys Leu 
20 25 30 

lie Met Tyr Met lie lie Leu Leu Gly Asn Ser Leu Leu lie lie lie 
35 40 45 

Thr lie Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Ser Ser Ser lie Pro Pro 
65 70 75 80 

Met Leu He He Phe Met Ser Glu Arg Lys Ser He Ser Phe He Gly 
85 90 95 

Cys Ala Leu Gin Met Val Val Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 110 



130 



Val Leu Leu Ala Val Met Ala Tyr Asp His Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Arg Tyr Ser lie lie Met Asn Gly Val Leu Tyr Val Gin Met 
130 135 140 

Ala Ala Trp Ser Trp He He Gly Cys Leu Thr Ser Leu Leu His Thr 
145 150 155 160 

Val Leu Thr Met Met Leu Pro Phe Cys Gly Asn Asn Val He Asp His 
165 170 175 

He Thr Cys Glu He Leu Ala Leu Leu Lys Leu Val Cys Ser Asp He 
180 185 190 

Thr He Asn Val Leu He Met Thr Val Thr Asn He Val Ser Leu Val 
195 200 205 

He Leu Leu Leu Leu lie Phe He Ser Tyr Val Phe He Leu Ser Ser 
210 215 220 

He Leu Arg He Asn Cys Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Ser He Val Val He Leu Phe Tyr Gly Ser Ala Leu 
245 250 255 

Phe Met Tyr Met Lys Pro Lys Ser Lys Asn Thr Asn Thr Ser Asp Glu 
260 265 270 

He He Gly Leu Ser Tyr Gly Val Val Ser Pro Met Leu Asn Pro He 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Val Lys Lys Val 
290 295 300 



Leu Ser Arg His Leu His Leu Leu Lys Met 
305 310 



<210> 135 
<211> 954 
<212> DNA 
<213> Homo sapiens 

<400> 135 

aacacatgaa aaataagaac aatgtgactg aatttatcct cttagggctc acacagaacc 60 
ctgaggggca aaaggtttta tttgtcacat tcttactaat ctacatggtg acgataatgg 120 



131 



gcaacctgct tatcatagtg accatcatgg ccagccagtc cctgggttcc cccatgtact 180 

tttttctggc ttctttatca ttcatagata ccgtctattc tactgcattt gctcccaaaa 240 

tgattgttga cttgctctct gagaaaaaga ccatttcctt tcagggttgt atggctcaac 300 

tttttatgga tcatttattt gctggtgctg aagtcattct tctggtggta atggcctatg 360 

atcgatacat ggccatctgt aagcctcttc atgaattgat caccatgaat cgtcgagtct 420 

gtgttcttat gctgttggcg gcctggattg gaggctttct tcactcattg gttcaatttc 480 

tctttattta tcagctccct ttctgtggac ccaatgtcat tgacaacttc ctgtgtgatt 540 

tgtatccctt attgaaactt gcttgcacca atacctatgt cactgggctt tctatgatag 600 

ctaatggagg agcgatttgt gctgtcacct tcttcactat cctgctttcc tatggggtca 660 

tattacactc tcttaagact cagagtttgg aagggaaacg aaaagctttc tacacctgtg 720 

catcccacgt cactgtggtc attttattct ttgtcccctg tatcttcttg tatgcaaggc 780 

ccaattctac ttttcccatt gataaatcca tgactgtagt tctaactttt ataactccca 840 

tgctgaaccc actaatctat accctgaaga atgcagaaat gaaaagtgcc atgaggaaac 900 

tttggagtaa aaaagtaagc ttagctggga aatggctgta tcactcatga gaat 954 



<210> 136 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 136 

Met Lys Asn Lys Asn Asn Val Thr Glu Phe lie Leu Leu Gly Leu Thr 
15 10 15 

Gin Asn Pro Glu Gly Gin Lys Val Leu Phe Val Thr Phe Leu Leu He 
20 25 30 

Tyr Met Val Thr He Met Gly Asn Leu Leu He He Val Thr He Met 
35 40 45 

Ala Ser Gin Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Ser Leu 
50 55 60 

Ser Phe He Asp Thr Val Tyr Ser Thr Ala Phe Ala Pro Lys Met He 
65 70 75 80 

Val Asp Leu Leu Ser Glu Lys Lys Thr He Ser Phe Gin Gly Cys Met 
85 90 95 

Ala Gin Leu Phe Met Asp His Leu Phe Ala Gly Ala Glu Val He Leu 
100 105 110 

Leu Val Val Met Ala Tyr Asp Arg Tyr Met Ala He Cys Lys Pro Leu 
115 120 125 

His Glu Leu He Thr Met Asn Arg Arg Val Cys Val Leu Met Leu Leu 
130 135 140 



132 



Ala Ala Trp lie Gly Gly Phe Leu His Ser Leu Val Gin Phe Leu Phe 
145 150 155 160 



lie Tyr Gin Leu Pro 
165 

Cys Asp Leu Tyr Pro 
180 

Thr Gly Leu Ser Met 
195 

Phe Phe Thr lie Leu 
210 

Thr Gin Ser Leu Glu 
225 

His Val Thr Val Val 
245 

Ala Arg Pro Asn Ser 
260 

Leu Thr Phe lie Thr 
275 

Asn Ala Glu Met Lys 
290 

Ser Leu Ala Gly Lys 
305 



Phe Cys Gly Pro Asn 
170 

Leu Leu Lys Leu Ala 
185 

lie Ala Asn Gly Gly 
200 

Leu Ser Tyr Gly Val 
215 

Gly Lys Arg Lys Ala 
230 

lie Leu Phe Phe Val 
250 

Thr Phe Pro lie Asp 
265 

Pro Met Leu Asn Pro 
280 

Ser Ala Met Arg Lys 
295 

Trp Leu Tyr His Ser 
310 



Val He Asp Asn Phe Leu 
175 

Cys Thr Asn Thr Tyr Val 
190 

Ala He Cys Ala Val Thr 
205 

He Leu His Ser Leu Lys 
220 

Phe Tyr Thr Cys Ala Ser 
235 240 

Pro Cys He Phe Leu Tyr 

255 

Lys Ser Met Thr Val Val 
270 

Leu He Tyr Thr Leu Lys 
285 

Leu Trp Ser Lys Lys Val 
300 



<210> 137 
<211> 934 
<212> DNA 
<213> Homo sapiens 

<400> 137 

aaaacaccat ggaaacaggg 
cgcagactcg ggagctccag 
ctgttatggg aaacatcctt 
ccatgtactt tctgctccga 
ctcccaaaat gctagtggac 
tgggtcagat cttcttcttc 
tggcctttga ccgcctcatt 



aacctcacgt gggtatcaga 
cgtttcctgt ttctaatgtt 
atcatcatca cagtgacctc 
aacctggctg tcctagacct 
ctcctctctg agaagaaaac 
cactttttgg gaggtgccat 
gccatctccc ggcccctccg 



ctttgtcttc ctggggctct 60 
cctgtttgtc tacatcacca 120 
tgattcccag ctccacacac 180 
ctgtttctct tcagtcactg 240 
catctcttac cagggctgca 300 
ggtcttcttc ctctcagtga 360 
ctatgtcacc gtcatgaaca 420 



133 



ctcagctctg ggtggggctg gtggtagcca cctgggtggg aggctttgtc cactctattg 480 

tccagctggc tctgatgctc ccactgccct tctgtggccc caacattttg gataacttct 540 

actgtgatgt tccccaagta ctgagacttg cctgcactga cacctcactg ctggagttcc 600 

tcaagatctc caacagtggg ctgctggatg tcgtctggtt cttcctcctc ctgatgtcct 660 

acttattcat cctggtgatg ctgaggtcac atccagggga ggcaagaagg aaggcagctt 720 

ccacctgcac cacccacatc atcgtggttt ccatgatctt cgttccaagc atttacctct 780 

atgcccggcc cttcactcca ttccctatgg acaagcttgt gtccatcggc cacacagtca 840 

tgacccccat gctcaacccc atgatctata ccctgaggaa ccaggacatg caggcagcag 900 

tgagaagatt agggagacac cggctggttt gaga 934 



<210> 138 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 138 

Met Glu Thr Gin Asn Leu Thr Val Val Thr Glu Phe lie Leu Leu Gly 
15 10 15 

Leu Thr Gin Ser Gin Asp Ala Gin Leu Leu Val Phe Val Leu Val Leu 
20 25 30 

lie Phe Tyr Leu lie lie Leu Pro Gly Asn Phe Leu lie lie Phe Thr 
35 40 45 

lie Lys Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Phe Phe Leu Gly 
50 55 60 

Asn Leu Ala Leu Leu Asp Ala Ser Tyr Ser Phe lie Val Val Pro Arg 
65 70 75 80 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val lie Ser Tyr Arg Ser 
85 90 95 

Cys He Thr Gin Leu Phe Phe Leu His Phe Leu Gly Ala Gly Glu Met 
100 105 110 

Phe Leu Leu Val Val Met Ala Phe Asp Arg Tyr He Ala He Cys Arg 
115 120 125 

Pro Leu His Tyr Ser Thr He Met Asn Pro Arg Ala Cys Tyr Ala Leu 
130 135 140 

Ser Leu Val Leu Trp Leu Gly Gly Phe He His Ser He Val Gin Val 
145 150 155 160 

Ala Leu He Leu His Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 



134 



165 



170 



175 



Phe Phe Cys Asp Val Pro Gin Val lie Lys Leu Ala Cys Thr Asn Thr 
180 185 190 

Phe Val Val Glu Leu Leu Met Val Ser Asn Ser Gly Leu Leu Ser Leu 
195 200 205 

Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val lie Leu Cys Arg 
210 215 220 

lie Arg Glu His Ser Ser Glu Gly Lys Ser Lys Ala lie Ser Thr Cys 
225 230 235 240 

Thr Thr His lie He He He Phe Leu Met Phe Gly Pro Ala He Phe 
245 250 255 

He Tyr Thr Cys Pro Phe Gin Ala Phe Pro Ala Asp Lys Val Val Ser 
260 265 270 

Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Val lie Tyr Thr 
275 280 285 

Leu Arg Asn Gin Glu Val Lys Ala Ser Met Arg Lys Leu Leu Ser Gin 
290 295 300 



His Met Phe Cys 
305 



<210> 139 
<211> 957 
<212> DNA 
<213> Homo sapiens 

<400> 139 

gccatgaaac tattaaatca atctcaagtg tcagaattca ttttgctggg actgaccagc 60 

tcccaggatg tagagtttct tctctttgcc ctcttctcgg ttatctatgt ggtcacagtt 120 

ttgggtaacc ttcttattat agtcacagtg tttaacaccc ctaacctgaa tactcccatg 180 

tattttctcc ttggtaatct ctcttttgta gatatgaccc ttgcttcttt tgccacccct 240 

aaggtgattc tgaacttgtt aaaaaagcag aaggtaattt cttttgctgg gtgcttcact 300 

cagatatttc tccttcactt actgggtggg gttgaaatgg tactgttggt ctccatggct 360 

tttgacagat atgtggccat ttgtaagccc ctacactaca tgaccatcat gaacaagaag 420 

gtatgtgttt tgcttgtagt gacctcatgg ctcttgggtc tccttcactc agggtttcag 480 

ataccatttg ctgtgaactt gcccttttgt ggtcccaatg tggtagacag cattttttgt 540 

gacctccctt tggttactaa gcttgcctgt atagacatat attttgtaca ggtagtcatt 600 

gttgccaaca gtggcataat ctccctgagc tgtttcatta ttttgcttat ctcctacagt 660 

ctgatcctca taaccattaa gaaccactct cctactgggc aatctaaagc ccgttccact 720 



135 



ttgactgctc acatcacagt ggtgattctc ttctttggcc catgcatctt tatctacatt 780 
tggcccttcg gcaaccactc tgtagataag ttccttgctg tgttttatac catcatcact 840 
cctatcttga atccaattat ctatactctg agaaacaaag aaatgaagat atccatgaaa 900 
ctctgga gagcttttgt gaattctaga gaagatactt agattaaaaa tataatg 



957 



aaa 



<210> 140 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 140 



Leu Thr Ser 

20 



Met Lys Leu Leu Asn Gin Ser Gin Val Ser Glu Phe lie Leu Leu Gly 
5 10 15 

Ser Gin Asp Val Glu Phe Leu Leu Phe Ala Leu Phe Ser 
20 ' 25 30 

Val He Tyr Val Val Thr Val Leu Gly Asn Leu Leu lie lie Val Thr 
35 40 45 

Val Phe Asn Thr Pro Asn Leu Asn Thr Pro Met Tyr Phe Leu Leu Gly 
50 55 60 

Asn Leu Ser Phe Val Asp Met Thr Leu Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 

Val He Leu Asn Leu Leu Lys Lys Gin Lys Val lie Ser Phe Ala Gly 



85 



90 95 



Cys Phe Thr Gin He Phe Leu Leu His Leu Leu Gly Gly Val Glu Met 
100 



105 HO 



Val Leu Leu 
115 



Val Ser Met Ala Phe Asp Arg Tyr Val Ala lie Cys Lys 
120 125 

Pro Leu His Tyr Met Thr He Met Asn Lys Lys Val Cys Val Leu Leu 
130 135 140 

Val Val Thr Ser Trp Leu Leu Gly Leu Leu His Ser Gly Phe Gin lie 
145 150 155 160 

Pro Phe Ala Val Asn Leu Pro Phe Cys Gly Pro Asn Val Val Asp Ser 



165 



170 175 



lie Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys lie Asp He 
180 



185 190 



136 



Tyr Phe Val Gin Val Val He Val Ala Asn Ser Gly He He Ser Leu 
195 200 205 



Ser Cys Phe He He Leu Leu He Ser Tyr Ser Leu He Leu He Thr 
210 215 220 

He Lys Asn His Ser Pro Thr Gly Gin Ser Lys Ala Arg Ser Thr Leu 
225 230 235 240 

Thr Ala His He Thr Val Val He Leu Phe Phe Gly Pro Cys He Phe 
245 250 255 

He Tyr He Trp Pro Phe Gly Asn His Ser Val Asp Lys Phe Leu Ala 
260 265 270 

Val Phe Tyr Thr lie He Thr Pro He Leu Asn Pro He lie Tyr Thr 
275 280 285 

Leu Arg Asn Lys Glu Met Lys lie Ser Met Lys Lys Leu Trp Arg Ala 
290 295 300 



Phe Val Asn Ser Arg Glu Asp Thr 
305 310 



<210> 141 
<211> 970 
<212> DNA 
<213> Homo sapiens 

<400> 141 

atcaaatgga taaaaaccaa acagaagtga tgagagaatt tttcttgtca gggttctcac 60 
agacaccatc tattgaagca gggctatttg tactatttct tttcttctat atgtccattt 120 
gggttggcaa tgtcctcatc atggtcacag tagcatctga taaatacctg aattcatcac 180 
ccatgtattt ccttcttggc aacctctcat ttctggacct atgttattca acagtaacga 240 
cccctaagct tctggctgac ttctttaatc atgaaaaact catttcctat gaccaatgca 300 
ttgtgcaact cttcttcctg cattttgtag gggcagctga gatgttcctg ctcacagtga 360 
tggcgtacga tcgctatgtt gcaatctgtc gcccgctgca ctacaccact gtcatgagtc 420 
gggggttatg ctgtgtgttg gttgctgcct cctggatggg aggatttgtg cactccactg 480 
tccagaccat tctcactgtc catctaccct tttgtgggcc aaatcaggtg gaaaactttt 540 
tttgtgatgt tccccctgtc atcaaacttg cttgtgctga cacttttgtc attgaattgc 600 
tcatggtatc taacagtggg ttgatctcca ccatctcctt tgtggtgctg atttcctcct 660 
acaccactat cctagtcaag attcgctcca aggaaggaag gcgaaaggca ctctccacgt 720 
gtgcctctca cctcatggtg gtaacactgt tttttggacc ctgtattttc atctacgctc 780 
gtcctttctc tacattttct gtggacaaga tggtgtctgt actctacaat gttattaccc 840 
caatgctaaa ccccctcatc tacacacttc ggaacaaaga ggtaaagtca gccatgcaga 900 
agctctgggt cagaaatggg cttacttgga aaaagcagga gacatgagac attgatatga 960 
atttttgaaa 970 



137 



<210> 142 
<211> 313 
<212> PRT 

<213> Homo sapiens 

<400> 142 ^ CaY , rlv 

Met Asp Lys Asn Gin Thr Glu Val Met Arg Glu Phe Phe Leu Ser Gly 

1 5 10 15 

Phe Ser Gin Thr Pro Ser lie Glu Ala Gly Leu Phe Val Leu Phe Leu 



20 



25 



30 



Phe Phe Tyr Met Ser He Trp Val Gly Asn Val Leu He Met Val Thr 

35 40 45 

Val Ala Ser Asp Lys Tyr Leu Asn Ser Ser Pro Met Tyr Phe Leu Leu 



50 



55 



60 



Gly Asn Leu Ser Phe Leu Asp Leu Cys Tyr Ser Thr Val Thr Thr Pro 

Lys Leu Leu Ala Asp Phe Phe Asn His Glu Lys Leu He Ser Tyr Asp 
85 9° 95 

Gin Cys He Val Gin Leu Phe Phe Leu His Phe Val Gly Ala Ala Glu 

ioo 105 110 

Met Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
115 120 125 

Arg Pro Leu His Tyr Thr Thr Val Met Ser Arg Gly Leu Cys Cys Val 
130 135 140 

Leu Val Ala Ala Ser Trp Met Gly Gly Phe Val His Ser Thr Val Gin 
145 150 155 

Thr lie Leu Thr Val His Leu Pro Phe Cys Gly Pro Asn Gin Val Glu 

165 1™ " 5 

Asn Phe Phe Cys Asp Val Pro Pro Val He Lys Leu Ala Cys Ala Asp 



180 



185 



190 



Thr Phe Val He Glu Leu Leu Met Val Ser Asn Ser Gly Leu He Ser 
195 200 205 

Thr lie Ser Phe Val Val Leu He Ser Ser Tyr Thr Thr He Leu Val 

138 



210 

Lys lie Arg Ser Lys 
225 

Ser His Leu Met Val 
245 

Tyr Ala Arg Pro Phe 
260 

Leu Tyr Asn Val lie 
275 

Arg Asn Lys Glu Val 
290 

Gly Leu Thr Trp Lys 
305 



215 

Glu Gly Arg Arg Lys 
230 

Val Thr Leu Phe Phe 
250 

Ser Thr Phe Ser Val 
265 

Thr Pro Met Leu Asn 
280 

Lys Ser Ala Met Gin 
295 

Lys Gin Glu Thr 
310 



220 

Ala Leu Ser Thr Cys Ala 
235 240 

Gly Pro Cys He Phe He 
255 

Asp Lys Met Val Ser Val 
270 

Pro Leu He Tyr Thr Leu 
285 

Lys Leu Trp Val Arg Asn 
300 



<210> 143 
<211> 928 
<212> DNA 
<213> Homo sapiens 

<400> 143 

agtaaatgaa tcttaaaaat ggatctctag tgaccgagtt tattttacta ggattttttg 60 

gacgatggga acttcaaatt ttcttctttg tgacattttc cctgatctac ggtgctactg 120 

tggtgggaaa cattctcatt atggtcacag tgacatgtag ttcgaccctt cattctccct 180 

tgtactttct ccttggaaat ctctcttttt tggacatgtg tctctccact gccacaacac 240 

ccaagatgat ccacaagacc atctctgtgt ggggctgcgt gacccagaag ttcttcatgc 300 

acttctttgg gagtgctgag atgactcttc tgataatcat ggcctttgac aggtatgtag 360 

ccatatgtaa acccctgcac tataggacaa tcatgagcca caagctgcta aaggggtttg 420 

cgatactttc atggataatt ggttttttac actccataag ccagatagtt ttaacaatga 480 

acttgccttt ctgtggccac aatgtcataa acaacatatt ttgtgatctt ccccttgtga 540 

tcaagcttgc ttgcattgaa acatacaccc tggaattatt tgtcattgct gacagcgggc 600 

tgctctcttt cacctgtttc atcctcttgc ttgtttctta cattgtcatc ctggtcagtg 660 

taccaaaaaa atcatcacat gggctctcca aggcgctgtc cacattgtct gcccacatca 720 

ttgtggtcac tctgttcttt ggaccttgta tttttatcta tgtttggcca ttcagtagtt 780 

tggcaagcaa taaaactctt gctgtatttt atacagttat cacaccgtta ctgaatccga 840 

gtatttatac cctgagaaat aagaaaatgc aagaggccat aagaaaatta cggttccaat 900 

atgttagttc tgcacagaat ttctagat 928 



<210> 144 
<2H> 306 
<212> PRT 



139 



<213> Homo sapiens 



<400> 144 

Met Asn Leu Lys Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly 
1 5 10 15 

Phe Phe Gly Arg Trp Glu Leu Gin He Phe Phe Phe Val Thr Phe Ser 



20 



25 



30 



Leu lie Tyr Gly Ala Thr Val Val Gly Asn lie Leu lie Met Val Thr 

40 45 



35 



Val Thr Cys Ser Ser Thr 

50 55 



Leu His Ser Pro Leu Tyr Phe Leu Leu Gly 

60 



As 
65 



n Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 



70 



75 



80 



Met i: 



le His Lys Thr lie Ser Val Trp Gly Cys Val Thr Gin Lys Phe 



85 



90 



95 



Phe Met His Phe Phe Gly Ser Ala Glu Met Thr Leu Leu He lie Met 



100 



105 



110 



Ala Phe Asp Arg Tyr Val Ala He Cys Lys Pro Leu His Tyr Arg Thr 

120 125 



115 



;ie Met Ser His Lys Leu Leu Lys Gly Phe Ala He Leu Ser Trp He 



130 



135 



140 



He Gly Phe Leu His Ser He Ser Gin He Val Leu Thr Met Asn Leu 
145 150 1" 160 

Pro Phe Cys Gly His Asn Val He Asn Asn He Phe Cys Asp Leu Pro 
165 I 70 175 

Leu Val He Lys Leu Ala Cys He Glu Thr Tyr Thr Leu Glu Leu Phe 



180 



185 



190 



Val He Ala Asp Ser Gly Leu Leu Ser Phe Thr Cys Phe He Leu Leu 
195 200 205 

Leu Val Ser Tyr He Val He Leu Val Ser Val Pro Lys Lys Ser Ser 
210 215 220 

His Gly Leu Ser Lys Ala Leu Ser Thr Leu Ser Ala His lie He Val 



225 



230 



235 



140 



Val Thr Leu Phe Phe Gly Pro Cys He Phe He Tyr Val Trp Pro Phe 
245 250 255 



Ser Ser Leu Ala Ser Asn Lys Thr 
260 

Thr Pro Leu Leu Asn Pro Ser He 

275 280 

Gin Glu Ala He Arg Lys Leu Arg 
290 295 

Asn Phe 
305 



Leu Ala Val Phe Tyr Thr Val He 
265 270 

Tyr Thr Leu Arg Asn Lys Lys Met 
285 

Phe Gin Tyr Val Ser Ser Ala Gin 
300 



<210> 145 
<211> 965 
<212> DNA 

<213> Homo sapiens 
<400> 145 

tctgaaacct gaggcaatgg acccacagaa ctattccttg gtgtcagaat ttgtgttgca 60 

tggactctgc acttcacgac atcttcaaaa ttttttcttt atatttttct ttggggtcta 120 

tgtggccatt atgctgggta accttctcat tttggtcact gtaatttctg atccctgcct 180 

gcactcctcc cctatgtact tcctgctggg gaacctagct ttcctggaca tgtggctggc 240 

ctcatttgcc actcccaaga tgatcaggga tttccttagt gatcaaaaac tcatctcctt 300 

tggaggatgt atggctcaaa tcttcttctt gcactttact ggtggggctg agatggtgct 360 

cctggtttcc atggcctatg acagatatgt ggccatatgc aaacccttgc attacatgac 420 

tttgatgagt tggcagactt gcatcaggct ggtgctggct tcatgggtcg ttggatttgt 480 

gcactccatc agtcaagtgg ctttcactgt aaatttgcct tactgtggcc ccaatgaggt 540 

agacagcttc ttctgtgacc tccctctggt gatcaaactt gcctgcatgg acacctatgt 600 

cttgggtata attatgatct cagacagtgg gttgctttcc ttgagctgtt ttctgctcct 660 

cctgatctcc tacaccgtga tcctcctcgc tatcagacag cgtgctgccg gtagcacatc 720 

caaagcactc tccacttgct ctgcacatat catggtagtg acgctgttct ttggcccttg 780 

catttttgtt tatgtgcggc ctttcagtag gttctctgtg gacaagctgc tgtctgtgtt 840 

ttataccatt tttactccac tcctgaaccc cattatctac acattgagaa atgaggagat 900 

gaaagcagct atgaagaaac tgcaaaaccg acgggtgact tttcaatgaa atccagcctt 960 
ccata 965 



<210> 146 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 146 

Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val Leu His Gly 



141 



1 5 10 15 

Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe lie Phe Phe Phe 



20 



25 



30 



Gly Val Tyr Val Ala He Met Leu Gly Asn Leu Leu lie Leu Val Thr 

4 0 45 



35 



Val lie Ser Asp Pro Cys Leu His Ser Ser Pro Met Tyr Phe Leu Leu 

55 60 



50 



Gly Asn Leu Ala Phe Leu Asp Met Trp Leu Ala Ser Phe Ala Thr Pro 

-m 75 80 
65 70 

Lys Met He Arg Asp Phe Leu Ser Asp Gin Lys Leu lie Ser Phe Gly 



85 



90 



95 



Gly Cys Met Ala Gin He Phe Phe Leu His Phe Thr Gly Gly Ala Glu 
100 105 HO 

Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

120 125 



115 



Lys 



Pro Leu His Tyr Met Thr Leu Met Ser Trp Gin Thr Cys He Arg 



130 



135 



140 



Leu Val Leu Ala Ser Trp Val Val Gly Phe Val His Ser He Ser Gin 

155 160 



145 



150 



Val Ala Phe Thr Val Asn Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp 
165 170 175 

Ser Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Met Asp 
180 185 190 

Thr Tyr Val Leu Gly He He Met He Ser Asp Ser Gly Leu Leu Ser 
!95 200 205 

Leu Ser Cys Phe Leu Leu Leu Leu He Ser Tyr Thr Val He Leu Leu 
210 215 220 

Ala He Arg Gin Arg Ala Ala Gly Ser Thr Ser Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ser Ala His He Met Val Val Thr Leu Phe Phe Gly Pro Cys He 
245 250 255 

Phe Val Tyr Val Arg Pro Phe Ser Arg Phe Ser Val Asp Lys Leu Leu 

142 



260 



265 



270 



Ser Val Phe Tyr Thr lie Phe Thr Pro Leu Leu Asn Pro He He Tyr 
275 280 285 

Thr Leu Arg Asn Glu Glu Met Lys Ala Ala Met Lys Lys Leu Gin Asn 
290 295 300 

Arg Arg Val Thr Phe Gin 
305 310 



<210> 147 
<211> 944 
<212> DNA 
<213> Homo sapiens 

<400> 147 

taaatggatc ttaaaaatgg atctctagtg accgagttta ttttactagg attttttgga 60 

cgatgggaac ttcaaatttt cttctttgtg acattttccc tgatctacgg tgctactgtg 120 

atgggaaaca ttctcattat ggtcacagtg acatgtaggt caacccttca ttctcccttg 180 

tactttctcc ttggaaatct ctcttttttg gacatgtgtc tctccactgc cacaacaccc 240 

aagatgatca tagatttgct cactgaccac aagaccatct ctgtgtgggg ctgcgtgacc 300 

cagatgttct tcatgcactt ctttgggggt gctgagatga ctcttctgat aatcatggcc 360 

tttgacaggt atgtagccat atgtaaaccc ctgcactata ggacaatcat gagccacaag 420 

ctgctaaagg ggtttgcgat actttcatgg ataattggtt ttttacactc cataagccag 480 

atagttttaa caatgaactt gcctttctgt ggccacaatg tcataaacaa catattttgt 540 

gatcttcccc ttgtgatcaa gcttgcttgc attgaaacat acaccctgga attatttgtc 600 

attgctgaca gcgggctgct ctctttcacc tgtttcatcc tcttgcttgt ttcttacatt 660 

gtcatcctgg tcagtgtacc aaaaaaatca tcacatgggc tctccaaggc gctgtccaca 720 

ttgtctgccc acatcattgt ggtcactctg ttctttggac cttgtatttt tatctatgtt 780 

tggccattca gtagtttggc aagcaataaa actcttgccg tattttatac agttatcaca 840 

cccttactga atccgagtat ttataccctg agaaataaga aaatgcaaga ggccataaga 900 

aaattacggt tccaatatgt tagttctgca cagaatttct agat 944 



<210> 148 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 148 

Met Asp Leu Lys Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

Phe Phe Gly Arg Trp Glu Leu Gin He Phe Phe Phe Val Thr Phe Ser 
20 25 30 



143 



Leu lie Tyr Gly Ala Thr Val Met Gly Asn lie Leu lie Met Val Thr 
35 40 45 

Val Thr Cys Arg Ser Thr Leu His Ser Pro Leu Tyr Phe Leu Leu Gly 
50 " 60 

Asn Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 
65 70 75 80 

Met lie lie Asp Leu Leu Thr Asp His Lys Thr lie Ser Val Tr P Gly 
85 90 95 

Val Thr Gin Met Phe Phe Met His Phe Phe Gly Gly Ala Glu Met 



Cys 

100 



105 HO 



Thr Leu Leu lie He Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 



115 



120 125 



Pro Leu His Tyr Arg Thr He Met Ser His Lys Leu Leu Lys Gly Phe 
130 135 140 



Ala 
145 



lie Leu Ser Trp lie lie Gly Phe Leu His Ser He Ser Gin He 
150 155 160 

Val Leu Thr Met Asn Leu Pro Phe Cys Gly His Asn Val He Asn Asn 
165 170 175 

lie Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys He Glu Thr 



180 



185 190 



Tyr Thr Leu Glu Leu Phe Val He Ala Asp Ser Gly Leu Leu Ser Phe 
195 200 205 

Thr Cys Phe He Leu Leu Leu Val Ser Tyr He Val He Leu Val Ser 



210 



215 220 



Val Pro Lys Lys Ser Ser His Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 ~ 230 235 240 

Ser Ala His He He Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 



245 



250 255 



lie Tyr Val Trp Pro Phe Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala 
260 



265 270 



Val Phe Ty 
275 



r Thr Val He Thr Pro Leu Leu Asn Pro Ser He Tyr Thr 



280 285 



144 



Leu Arg Asn Lys Lys Met Gin Glu Ala lie Arg Lys Leu Arg Phe Gin 
290 295 300 

Tyr Val Ser Ser Ala Gin Asn Phe 
305 310 



<210> 149 
<211> 1011 
<212> DNA 

<213> Homo sapiens 
<400> 149 

gatgaactca gagaacctca cccgggccgc ggttgcccct gctgaattcg tcctcctggg 60 

catcacaaat cgctgggacc tgcgtgtggc cctcttcctg acctgcctgc ctgtctacct 120 

ggtgagcctg ctgggaaaca tgggcatggc gctgctgatc cgcatggatg cccggctcca 180 

cacacctatg tacttcttcc tggccaacct ctccctgctg gatgcctgct attcctccgc 240 

catcggcccc aagatgctag tggacctgct gctgccccga gccaccatcc cttacacagc 300 

ctgtgccctc cagatgtttg tctttgcagg tctggctgat actgagtgtt gcttgctggc 360 

agccatggcc tatgaccgct acgtggccat cagaaaccca cttctctata caacagctat 420 

gtcgcagcgt ctatgcctgg ccttgctggg agcatcaggc ctgggtgggg cagtgagtgc 4 80 

ctttgttcac acaaccctca ccttccgcct gagcttctgc cgctcccgga agatcaatag 540 

cttcttctgc gatatccctc cactgctggc catctcgtgc agtgacacca gtctcaatga 600 

actccttctc ttcgccatct gtggcttcat ccagacagcc acggtgttag ctatcacggt 660 

gtcttatggc ttcatcgctg gggctgtgat ccacatgcgc tcggtcgagg gcagtcggcg 720 

agcagcctcc accggtggtt cccacctcac agccgtggcc atgatgtacg ggacactcat 780 

tttcatgtac ctgcgcccca gctccagcta tgccctggac actgacaaga tggcctctgt 840 

gttctatacc ctggtcatcc cgtctctcaa cccactcatc tacagcctcc gcaataagga 900 

ggtcaaggag gccctcaggc agacctggag ccgattccac tgtccagggc aggggtccca 960 

gtgattggtc cagggaggct gggtaggtct gactatgagg ggatgaggaa g 1011 



<210> 150 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 150 

Met Asn Ser Glu Asn Leu Thr Arg Ala Ala Val Ala Pro Ala Glu Phe 
15 10 15 

Val Leu Leu Gly lie Thr Asn Arg Trp Asp Leu Arg Val Ala Leu Phe 
20 25 30 

Leu Thr Cys Leu Pro Val Tyr Leu Val Ser Leu Leu Gly Asn Met Gly 
35 40 45 

Met Ala Leu Leu lie Arg Met Asp Ala Arg Leu His Thr Pro Met Tyr 



145 



50 55 60 

Phe Phe Leu Ala Asn Leu Ser Leu Leu Asp Ala Cys Tyr Ser Ser Ala 



75 



80 



65 ™ 
lie Gly Pro Lys Met Leu Val Asp Leu Leu Leu Pro Arg Ala Thr lie 



95 



85 90 
Pro Tyr Thr Ala Cys Ala Leu Gin Met Phe Val Phe Ala Gly Leu Ala 



100 



105 



110 



Asp Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 

120 125 



115 



Ala lie Arg Asn Pro Leu Leu Tyr Thr Thr Ala Met Ser Gin Arg Leu 



130 



135 



140 



Cys Leu Ala Leu Leu Gly Ala Ser Gly Leu Gly Gly Ala Val Ser Ala 
145 150 155 160 

Phe Val His Thr Thr Leu Thr Phe Arg Leu Ser Phe Cys Arg Ser Arg 
165 170 i75 

Lys He Asn Ser Phe Phe Cys Asp He Pro Pro Leu Leu Ala lie Ser 



180 



185 



Cys Ser Asp Thr Ser Leu Asn Glu Leu Leu Leu Phe Ala lie Cys Gly 
195 200 205 

Phe lie Gin Thr Ala Thr Val Leu Ala lie Thr Val Ser Tyr Gly Phe 
210 215 220 

lie Ala Gly Ala Val He His Met Arg Ser Val Glu Gly Ser Arg Arg 
' " 235 240 



225 



230 



Ala Ala Ser Thr Gly Gly Ser His Leu Thr Ala Val Ala Met Met Tyr 
245 250 255 

Gly Thr Leu He Phe Met Tyr Leu Arg Pro Ser Ser Ser Tyr Ala Leu 



260 



265 



270 



Asp Thr Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Ser 

280 285 



275 

Leu Asn Pro 
290 



Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala 



295 300 



Leu Arg Gin Thr Trp Ser Arg Phe His Cys Pro Gly Gin Gly Ser Gin 

146 



305 



310 



315 



320 



<210> 151 
<211> 910 
<212> DNA 
<213> Homo sapiens 

<400> 151 

tggggggctt tgggactaac atctcaagta ctaccagctt cactctaaca ggcttccctg 60 

agatgaaggg tctggagcac tggctggctg cccttctgct gctgctttat gctatttcct 120 

tcctgggcaa catcctcatc ctctttatca taaaggaaga gcagagcttg caccagccaa 180 

tgtactactt cctgtctctt ttttctgtta atgacctggg tgtgtccttt tctacattgc 240 

ccactgtact ggctgctgtg tgttttcatg ccccagagac aacttttgat gcctgcctgg 300 

cccagatgtt cttcatccac ttttcctcct ggacagagtt tggcatccta ctggccatga 360 

gttttgacca ctatgtggcc atctgtaacc cgctgcgcta tgccacagtg ctcactgatg 420 

tccgtgtggc ccacaatggc atatccattg tcatccgcag cttctgcatg gtattcccac 480 

ttcccttcct cctgaagaga ctgcctttct gtaaggccag tgtggtactg gcccattcct 540 

actgtctgca tgcagacctg attcggctgc cctggggaga cactaccatc aacagcatgt 600 

atggcctgtt cattgtcatc tctgcctttg gtgtagattc actgctcatc ctcctctcct 660 

atgtgctcat tctgcgttct gtgctggcca ttgcctccag gggtgagagg cttaagacac 720 

tcaacacatg tgtgtcacat atctatgcag tgctgatctt ctatgtgcct atggttggtg 780 

tgtccatggt tcatcgattt gggaggcatg ctcctgaata tgtgcacaag ttcatgtctc 840 

tttgtacctc caatgctcta cccaattatc tattccatca agactaagga gattcgcagg 900 
agactacaca 910 



<210> 152 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<400> 152 

Gly Gly Phe Gly Thr Asn lie Ser Ser Thr Thr Ser Phe Thr Leu Thr 
15 10 15 

Gly Phe Pro Glu Met Lys Gly Leu Glu His Trp Leu Ala Ala Leu Leu 
20 25 30 

Leu Leu Leu Tyr Ala lie Ser Phe Leu Gly Asn lie Leu lie Leu Phe 
35 40 45 

lie lie Lys Glu Glu Gin Ser Leu His Gin Pro Met Tyr Tyr Phe Leu 
50 55 60 



147 



Ser Leu Phe Ser Val Asn Asp Leu Gly Val Ser Phe Ser Thr Leu Pro 



65 



70 



75 



80 



Thr Val Leu Ala Ala Val Cys Phe His Ala Pro Glu Thr Thr Phe Asp 

90 95 



85 



Ala Cys Leu Ala Gin Met Phe 

100 105 



Phe He His Phe Ser Ser Trp Thr Glu 

110 



Phe Gly He Leu 



Leu Ala Met Ser Phe Asp His Tyr Val Ala lie Cys 



125 



115 120 
Asn Pro Leu Arg Tyr Ala Thr Val Leu Thr Asp Val Arg Val Ala His 



130 



135 



140 



Asn Gly He Ser lie Val He Arg Ser Phe Cys Met Val Phe Pro Leu 
145 150 I 55 160 

Pro Phe Leu Leu Lys Arg Leu Pro Phe Cys Lys Ala Ser Val Val Leu 



175 



Ala His 



165 1^0 
Ser Tyr Cys Leu His Ala Asp Leu He Arg Leu Pro Trp Gly 



180 



185 



190 



Asp Thr Thr He Asn Ser Met Tyr Gly Leu Phe He Val He Ser Ala 

200 205 



195 

Phe Gly Val Asp Ser Leu Leu 
210 215 



He Leu Leu Ser Tyr Val Leu He Leu 
220 



Arg Ser Val Leu Ala He Ala Ser Arg Gly Glu Arg Leu Lys Thr Leu 



225 230 235 



Asn Thr Cys Val Ser His He Tyr Ala Val Leu He Phe Tyr Val Pro 
245 250 255 

Met Val Gly Val Ser Met Val His Arg Phe Gly Arg His Ala Pro Glu 



260 



265 



270 



Tyr Val His Lys Phe Met Ser Leu Cys Thr Ser Asn Ala Leu Pro Asn 
275 280 285 

Tyr Leu Phe His Gin Asp 
290 



<210> 153 
<211> 975 



148 



<212> DNA 

<213> Homo sapiens 



<400> 153 

aattatccaa ataccaaact ggatttcgag caagtgaaca acataacgga attcatcttg 60 

cttggcctga cacagaacgc agaggcacag aaactcttgt ttgctgtgtt tacactcatc 120 

tactttctca ccatggtaga caacctaatc attgtggtga caatcaccac cagcccagcc 180 

ctggactccc ccgtgtattt ttttctgtct ttcttttcct tcatagatgg ctgctcctct 240 

tctaccatgg cccccaaaat gatatttgac ttactcactg aaaagaaaac tatttccttc 300 

agtgggtgca tgacccagct ctttgtagaa catttctttg ggggagttga gatcattctg 360 

ctcgtggtga tggcctatga ctgctatgtg gccatctgca agcccctgta ctacctgatc 420 

acaatgaaca ggcaggtatg tggcctcctg gtggccatgg catgggtcgg gggatttctt 480 

cacgctctga ttcaaatgct tttaatagtc tggctgccct tctgtggccc caatgtcatt 540 

gaccatttca tctgtgacct tttccctctg ctaaaactct cctgcactga cactcacgtc 600 

tttggactct ttgttgccgc caacagtggg ctgatgtgta tgctcatttt ttctattctt 660 

attacctctt acgtcctaat cctctgctca cagcggaagg ctctctctac ctgcgccttc 720 

catatcactg tagtcgtcct attctttgtt ccctgtatat tggtgtacct tcgacccatg 780 

atcaccctcc ctattgataa agctgtgtct gtgttttata ctgtggtaac acccatgtta 840 

aaccctttaa tctacaccct cagaaacaca gaggtgaaaa atgccatgaa gcagctctgg 900 

agccaaataa tctggggtaa caatttgtgt gattagagaa gataaacaca gaacctactc 960 
atattttaac aacag 975 



<210> 154 
<211> 311 
<212> PRT 
<213> Homo sapiens 

<400> 154 

Asn Tyr Pro Asn Thr Lys Leu Asp Phe Glu Gin Val Asn Asn lie Thr 
15 10 15 

Glu Phe lie Leu Leu Gly Leu Thr Gin Asn Ala Glu Ala Gin Lys Leu 
20 25 30 

Leu Phe Ala Val Phe Thr Leu lie Tyr Phe Leu Thr Met Val Asp Asn 
35 40 45 

Leu lie lie Val Val Thr lie Thr Thr Ser Pro Ala Leu Asp Ser Pro 
50 55 60 

Val Tyr Phe Phe Leu Ser Phe Phe Ser Phe lie Asp Gly Cys Ser Ser 
65 70 75 80 

Ser Thr Met Ala Pro Lys Met lie Phe Asp Leu Leu Thr Glu Lys Lys 
85 90 95 

Thr lie Ser Phe Ser Gly Cys Met Thr Gin Leu Phe Val Glu His Phe 



149 



100 



105 



110 



Phe Gly Gly Val Glu He He Leu Leu Val Val Met Ala Tyr Asp Cys 



115 



120 



125 



Tyr Val Ala He Cys Lys Pro Leu Tyr Tyr Leu He Thr Met Asn Arg 



130 



135 



140 



Gin Val Cys Gly Leu Leu Val Ala Met Ala Trp Val Gly Gly Phe Leu 

155 160 



145 



150 



His Ala Leu He Gin Met Leu Leu He Val Trp Leu Pro Phe Cys Gly 
165 HO 175 

Pro Asn Val He Asp His Phe He Cys Asp Leu Phe Pro Leu Leu Lys 
180 185 190 

Leu Ser Cys Thr Asp Thr His Val Phe Gly Leu Phe Val Ala Ala Asn 



195 



200 



205 



Ser Gly Leu Met Cys Met Leu He Phe Ser He Leu He Thr Ser Tyr 
210 215 220 

Val Leu lie Leu Cys Ser Gin Arg Lys Ala Leu Ser Thr Cys Ala Phe 

225 230 235 240 

His He Thr Val Val Val Leu Phe Phe Val Pro Cys He Leu Val Tyr 
245 250 255 

Leu Arg Pro Met He Thr Leu Pro He Asp Lys Ala Val Ser Val Phe 



260 



265 



270 



Tyr Thr Val Val Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

280 285 



275 



Asn Thr 
290 



Glu Val Lys Asn Ala Met Lys Gin Leu Trp Ser Gin He He 
295 300 



Trp Gly Asn Asn Leu Cys Asp 
305 " 310 



<210> 155 
<211> 958 
<212> DNA 
<213> Homo sapiens 

<400> 155 



150 



aacatggaaa gcaatcagac ctggatcaca gaagtcatcc tgttgggatt ccaggtggac 60 

ccagctctgg agttgttcct ctttgggttt ttcttgctat tctacagctt aaccctgatg 120 

ggaaatggga ttatcctggg gctcatctac ttggactcta gactgcacac acccatgtat 180 

gtcttcctgt cacacctggc cattgtggac atgtcctatg cctcgagtac tgtccctaag 240 

atgctagcaa atcttgtgat gcacaaaaaa gtcatctcct ttgctccttg catacttcag 300 

acttttttgt atttggcgtt tgctattaca gagtgtctga ttttggtgat gatgtgctat 360 

gatcggtatg tggcaatctg tcaccccttg caatacaccc tcattatgaa ctggagagtg 420 

tgcactgtcc tggcctcaac ttgctggata tttagctttc tcttggctct ggtccatatt 480 

actcttattc tgaggctgcc tttttgtggc ccacaaaaga tcaaccactt tttctgtcaa 540 

atcatgtccg tattcaaatt ggcctgtgct gacactaggc tcaaccaggt ggtcctattt 600 

gcgggttctg cgttcatctt agtggggccg ctctgcctgg tgctggtctc ctacttgcac 660 

atcctggtgg ccatcttgag gatccagtct ggggagggcc gcagaaaggc cttctctacc 720 

tgctcctccc acctctgcgt ggtggggctt ttctttggca gcgccattgt catgtacatg 780 

gcccccaagt caagccattc tcaagaacgg aggaagatcc tttccctgtt ttacagcctt 840 

ttcaacccga tcctgaaccc cctcatctac agccttagga atgcagaggt gaaaggggct 900 

ctaaagagag tcctttggaa acagagatca atgtgaagaa tcatttgaga tatcctga 958 



<210> 156 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 156 

Met Glu Ser Asn Gin Thr Trp He Thr Glu Val He Leu Leu Gly Phe 
15 10 15 

Gin Val Asp Pro Ala Leu Glu Leu Phe Leu Phe Gly Phe Phe Leu Leu 
20 25 30 

Phe Tyr Ser Leu Thr Leu Met Gly Asn Gly He He Leu Gly Leu He 
35 40 45 

Tyr Leu Asp Ser Arg Leu His Thr Pro Met Tyr Val Phe Leu Ser His 
50 55 60 

Leu Ala He Val Asp Met Ser Tyr Ala Ser Ser Thr Val Pro Lys Met 
65 70 75 80 

Leu Ala Asn Leu Val Met His Lys Lys Val He Ser Phe Ala Pro Cys 
85 90 95 

lie Leu Gin Thr Phe Leu Tyr Leu Ala Phe Ala lie Thr Glu Cys Leu 
100 105 110 

He Leu Val Met Met Cys Tyr Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 



151 



Leu Gin Tyr Thr Leu He Met Asn Trp Arg Val Cys Thr Val Leu Ala 
130 135 140 



Ser Thr Cys Trp He Phe Ser Phe Leu Leu Ala Leu Val His He Thr 
145 150 155 160 

Leu He Leu Arg Leu Pro Phe Cys Gly Pro Gin Lys He Asn His Phe 
165 170 175 

Phe Cys Gin He Met Ser Val Phe Lys Leu Ala Cys Ala Asp Thr Arg 
180 185 190 

Leu Asn Gin Val Val Leu Phe Ala Gly Ser Ala Phe He Leu Val Gly 
195 200 205 

Pro Leu Cys Leu Val Leu Val Ser Tyr Leu His He Leu Val Ala He 
210 215 220 

Leu Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala He Val 
245 250 255 

Met Tyr Met Ala Pro Lys Ser Ser His Ser Gin Glu Arg Arg Lys lie 
260 265 270 

Leu Ser Leu Phe Tyr Ser Leu Phe Asn Pro He Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Ala Glu Val Lys Gly Ala Leu Lys Arg Val Leu 
290 295 300 



Trp Lys Gin Arg Ser Met 
305 310 



<210> 157 
<211> 943 
<212> DNA 
<213> Homo sapiens 

<400> 157 

catggaaggc aacaagacat ggatcacaga catcaccttg ccgcgattcc aggttggtcc 60 
agcactggag attctcctct gtggactttt ctctgccttc tatacactca ccctgctggg 120 
gaatggggtc atctttggga ttatctgcct ggactgtaag cttcacacac ccatgtactt 180 
cttcctctca cacctggcca ttgttgacat atcctatgct tccaactatg tccccaagat 240 
gctgacgaat cttatgaacc aggaaagcac catctccttt tttccatgca taatgcagac 300 



152 



attcttgtat ttggcttttg ctcacgtaga gtgtctgatt ttggtggtga tgtcctatga 360 

tcgctatgcg gacatctgcc accccttacg ttacaatatc ctcatgagct ggagagtgtg 420 

cactgtcctg gctgtggctt cctgggtgtt cagcttcctc ctggctctgg tccctttagt 480 

tctcatcctg aggctgccct tctgcgggcc tcatgaaatc aaccacttct gtgaaatcct 540 

gtctgtcctc aagttggcct gtgctgacac ctggctcaac caggtggtca tctttgcagc 600 

ctgcgtgttc atcctggtgg ggccactctg cctggtgctg gtctcctact tgcgcatcct 660 

ggccgccatc ttgaggatcc agtctgggga gggccgcaga aaggccttct ccacctgctc 720 

ctcccacctt tgcgtggtgg gactcttctt tggcagcgcc attgtcacgt acatggcccc 780 

caagtcccgc catcctgagg agcagcagaa agttctttcc ctgttttaca gccttttcaa 840 

tccaatgctg aaccccctga tatatagcct aaggaatgca gaggtcaagg gcgccctgag 900 

gagggcactg aggaaggaga ggctgacgtg agacatctca aag 94 3 



<210> 158 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 158 

Met Glu Gly Asn Lys Thr Trp lie Thr Asp He Thr Leu Pro Arg Phe 
15 10 15 

Gin Val Gly Pro Ala Leu Glu He Leu Leu Cys Gly Leu Phe Ser Ala 
20 25 30 

Phe Tyr Thr Leu Thr Leu Leu Gly Asn Gly Val He Phe Gly He He 
35 40 45 

Cys Leu Asp Cys Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

Leu Ala He Val Asp He Ser Tyr Ala Ser Asn Tyr Val Pro Lys Met 
65 70 75 80 

Leu Thr Asn Leu Met Asn Gin Glu Ser Thr He Ser Phe Phe Pro Cys 
85 90 95 

He Met Gin Thr Phe Leu Tyr Leu Ala Phe Ala His Val Glu Cys Leu 
100 105 110 

He Leu Val Val Met Ser Tyr Asp Arg Tyr Ala Asp He Cys His Pro 
115 120 125 

Leu Arg Tyr Asn He Leu Met Ser Trp Arg Val Cys Thr Val Leu Ala 
130 135 140 

Val Ala Ser Trp Val Phe Ser Phe Leu Leu Ala Leu Val Pro Leu Val 
145 150 155 160 



153 



Leu lie Leu Arg Leu Pro Phe Cys Gly Pro His Glu lie Asn His Phe 
165 170 175 



Cys Glu lie Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 
180 185 190 

Asn Gin Val Val He Phe Ala Ala Cys Val Phe He Leu Val Gly Pro 
195 200 205 

Leu Cys Leu Val Leu Val Ser Tyr Leu Arg lie Leu Ala Ala lie Leu 
210 215 220 

Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala He Val Thr 
245 250 255 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu 
260 265 270 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro Met Leu Asn Pro Leu He Tyr 
275 280 285 

Ser Leu Arg Asn Ala Glu Val Lys Gly Ala Leu Arg Arg Ala Leu Arg 
290 295 300 



Lys Glu Arg Leu Thr 
305 



<210> 159 
<211> 938 
<212> DNA 
<213> Homo sapiens 

<400> 159 

gaatgggagt caaccaatca tgggtcacag aattcatcct ggtgggattc cagctcagtg 60 

ccgagatgga agtgctcctc ttttagatct tctccctgtt atacatcttc agcctgctgg 120 

caaatggcat gatcttggga ctcatctgtc tggaccacat tctgcctacc cccatgtact 180 

tcttcctctc acacctggcc atcattgaca tgtcctatgc ttccaacaat gttcccaaga 240 

tgttggcaaa tctgatgaac aagaaaagaa ccatctcctt tcttccatgc ataatgcaga 300 

cctatttgta tttctctttt gctgctacag agtgtctgat tttggtggtg atgtcctatg 360 

ataggtatgt ggccatttgc caccctctcc agtacactgt catcatgagc tggagagtgt 420 

gcacgatcct ggctctcaca tcctggtcat gtgggtttgc cctgtccctg gtacatgcaa 480 

ttcttcttct aaggttgccg ttctgcgggc cccgggatgt gaaccacctc ttctgtgaaa 540 

ttctgtctgt cctcaagctg gcctgttctg acacctgggt taaccaagtg gtcatatttg 600 



154 



ctacctgtgt gtttgtctta gttggacctc tttgtttgat gcttgtctcc tacatgcaca 660 

tcctctgggc catcctaaag atccagacaa aggaaggccg cataaaggcc ttctcgacct 720 

gctcctccca cctgtgtgtg gttggactct tctttggcat agccatggtg gtttacatag 780 

tcccagactc taatcaacga gaggagcagg agaaaatgct gtccctgttt cacagtgtct 840 

tgaacccaat tctgaacccc ctgatctaca gtctgaggaa tgctcaggtg aagggcgccc 900 

tccacagagc actgcagagg acgctgtcta tgtaagga 938 



<210> 160 
<211> 268 
<212> PRT 

<213> Homo sapiens 
<400> 160 

Met He Leu Gly Leu He Cys Leu Asp His He Leu Pro Thr Pro Met 
15 10 15 

Tyr Phe Phe Leu Ser His Leu Ala He He Asp Met Ser Tyr Ala Ser 
20 25 30 

Asn Asn Val Pro Lys Met Leu Ala Asn Leu Met Asn Lys Lys Arg Thr 
35 40 45 

He Ser Phe Leu Pro Cys lie Met Gin Thr Tyr Leu Tyr Phe Ser Phe 
50 55 60 

Ala Ala Thr Glu Cys Leu lie Leu Val Val Met Ser Tyr Asp Arg Tyr 
65 70 75 80 

Val Ala lie Cys His Pro Leu Gin Tyr Thr Val He Met Ser Trp Arg 
85 90 95 

Val Cys Thr He Leu Ala Leu Thr Ser Trp Ser Cys Gly Phe Ala Leu 
100 105 110 

Ser Leu Val His Ala He Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro 
115 120 125 

Arg Asp Val Asn His Leu Phe Cys Glu lie Leu Ser Val Leu Lys Leu 
130 135 140 

Ala Cys Ser Asp Thr Trp Val Asn Gin Val Val He Phe Ala Thr Cys 
145 150 155 160 

Val Phe Val Leu Val Gly Pro Leu Cys Leu Met Leu Val Ser Tyr Met 
165 170 175 

His lie Leu Trp Ala He Leu Lys He Gin Thr Lys Glu Gly Arg He 



155 



180 



185 



190 



Lys Ala Phe Ser Thr Cys Ser Ser His Leu Cys Val Val Gly Leu Phe 
195 200 205 

Phe Gly He Ala Met Val Val Tyr He Val Pro Asp Ser Asn Gin Arg 
210 215 220 

Glu Glu Gin Glu Lys Met Leu Ser Leu Phe His Ser Val Leu Asn Pro 
225 230 235 240 

He Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Ala Gin Val Lys Gly 
245 250 255 



Ala Leu His Arg Ala Leu Gin Arg Thr Leu Ser Met 
260 265 



<210> 161 
<211> 967 
<212> DNA 
<213> Homo sapiens 

<400> 161 

gactggcttc catggaggtg aagaactgct gcatggtgac agagttcatc cttttgggaa 60 
tcccacacac agaggggctg gagatgacac tttttgtctt attcttgccc ttctatgcct 120 
gcactctact gggaaatgtg tctatccttg ttgctgttat gtcttctgct cgccttcaca 180 
cacctatgta tttcttcctg ggaaacttgt ctgtgtttga catgggtttc tcctcagtga 240 
cttgtcccaa aatgctgctc taccttatgg ggctgagccg actcatctcc tacaaagact 300 
gtgtctgcca gcttttcttc ttccatttcc tcgggagcat tgagtgcttc ttgtttacgg 360 
tgatggccta tgaccgcttc actgccatct gttatcctct gcgatacaca gtcatcatga 420 
acccaaggat ctgtgtggcc ctggctgtgg gcacatggct gttagggtgc attcattcca 480 
gtatcttgac ctccctcacc ttcaccttgc catactgtgg tcccaatgaa gtggatcact 540 
tcttctgtga cattccagca ctgttgccct tggcctgtgc tgacacatcc ttagcccaga 600 
gggtgagctt caccaacgtt ggcctcatat ctcttgtctg ctttctgcta attcttttat 660 
cctacactag aatcacaata tctatcttaa gcattcgtac aactgagggc cgtcgccgtg 720 
ccttctccac ctgcagtgct cacctcattg ccatcctctg tgcctatggg cccatcatca 780 
ctgtctacct gcagcccaca cccaacccca tgctgggaac cgtggtacaa attctcatga 84 0 
atctggtagg accaatgctg aaccctttga tctatacctt gaggaataag gaagtaaaaa 900 
cagccctgaa aacaatattg cacaggacag gccatgttcc tgagagttag taagagcaga 960 
taaatgg 967 



<210> 162 
<211> 312 
<212> PRT 
<213> Homo sapiens 



156 



<400> 162 
Met 
1 



Glu val Lys Asn Cys Cys Met V.1 Thr Glu Phe lie Leu Leu Gly 
5 10 

20 25 
Pro Phe Tyr Ala Cys Thr Leu Leu Gly Ash Val Ser lie Leu Val Ma 



35 



Val Met Ser Ser Ala Arg Leu 



His Thr Pro Met Tyr Phe Phe Leu Gly 



50 



55 



60 



L eu ser Val Phe Asp Met Gly Phe Ser Ser Val Thr Cys Pro Lys 
70 75 

L eu Leu Tyr Leu Met Gly Leu Ser Are, Leu lie Ser Tyr Lys Asp 
85 90 
cys val cys Gin Leu Phe Phe Phe His Phe Leu Gly Ser II. Glu Cys 



Asn 
65 

Met 



100 



105 



Phe Leu 



Phe Thr Val Met Ala Tyr Asp Arg Phe Thr Ala He Cys Tyr 



115 



120 



125 



Pro Leu Ar g Tyr Thr Val lie Met As„ Pro Ar, II. Cys Val Ala Leu 

130 1J3 
Ma val Gly Thr Tr P Leu Leu Gly Cys He His Ser Ser lie Leu Thr 
145 150 

ser Leu Thr Phe Thr Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp His 
165 170 

Phe Phe Cys Asp lie Pro Ala Leu Leu Pro Leu Ala Cys Ala Asp Thr 
180 185 

Ser Leu Ala Gin Ar g Val Ser Phe Thr Asn Val Gly Leu He Ser Leu 
195 200 205 

val cys Phe Leu Leu He Leu Leu Ser Tyr Thr Arg lie Thr He Ser 
210 

He Leu Ser He Ar, Thr Thr Glu Gly Ar, Ar, Ar, Ala Phe Ser Thr 
225 230 

cys ser Ala His Leu He Ala He Leu Cys Ala Tyr Gly Pro He He 

250 



245 



157 



Thr Val Tyr Leu Gin Pro Thr Pro Asn Pro Met Leu Gly Thr Val Val 
260 265 270 

Gin lie Leu Met Asn Leu Val Gly Pro Met Leu Asn Pro Leu lie Tyr 
275 280 285 

Thr Leu Arg Asn Lys Glu Val Lys Thr Ala Leu Lys Thr lie Leu His 
290 295 300 

Arg Thr Gly His Val Pro Glu Ser 
305 310 



<210> 163 

<211> 1028 

<212> DNA 

<213> Homo sapiens 

<400> 163 

gaattatata tacctgaatg aaaacgagag gctggaatca tacaggtgca aaggaattcc 60 
tcctggtagg gttaactgaa aatcctaatt tgcagatccc actctttttg cttgtcactc 120 
tgatttattt catcactttg ttggataatt tgggtataat tattttaatc tggttaaatg 180 
cccaacttca tactccaatg tacttcttcc ttggcaacct ctccttttgt gatatctgct 240 
actctactgt ctttgctcct aagatgctag tcaatttcct atcaaaacat aagtccagta 300 
cattttctgg ctgtgttcta cagagtttcc cttttgcagt atatgtaacc acaaaggaca 360 
ttctcctgtc catgatggct tatgaccatt acgtggccat agctaatccc ttgttgtata 420 
cagtcattat ggcccaaaaa gtttgtattc agatggtcct tgcttcttac ttaggtgggc 480 
tcattaattc cctgacacac acaataggtt tgctcaaatt agacttctgt ggtcctaata 540 
ttgtgaatca ttatttctgt gatgttcctc ctcttctgag gctttcttgc tctgatgctc 600 
atatcaatga aatgctgccc ttggtcttct ctgggctcat tgcaatgttc actttcattg 660 
tcattatggt gtcttatatc tgcatcatca ttgccatcca gagaatccat gcagctgagg 720 
gaaggtacaa agccttctcc acttgtgtct cccacctaac cacggtgacc ttattctatg 780 
ggtctgtttc ttttagttat atccagccaa gttctcagta ttccttggaa caggagaagg 840 
tcttggctgt gttttataca ctggtgatcc ccatgctaaa cccacttatt tatagcctga 900 
gaaataagga tgtaaaagat gcagccaaaa ggttgatatg gtggggggaa aaaccccact 960 
tgactcagtc ctgcatatag ctttgctaac ctaacattta cctgcaaata tatggcctat 1020 
ctttaaaa 1028 



<210> 164 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 164 

Met Lys Thr Arg Gly Trp Asn His Thr Gly Ala Lys Glu Phe Leu Leu 
15 10 15 



158 



Val Gly Leu Thr Glu Asn Pro Asn Leu Gin lie Pro Leu Phe Leu Leu 
20 25 30 



Val Thr Leu He Tyr Phe He Thr Leu Leu Asp Asn Leu Gly He He 



35 



40 



45 



He Leu He Trp Leu As 
50 



n Ala Gin Leu His Thr Pro Met Tyr Phe Phe 



55 



60 



Leu Gly Asn Leu Ser Phe Cys Asp He Cys Tyr Ser Thr Val Phe Ala 
« 70 75 



65 

Pro Lys Met Leu Val Asn Phe Leu Ser Lys His Lys Ser Ser Thr Phe 
85 9° 



95 



Ser Gly Cys Val Leu Gin Ser Phe Pro Phe Ala Val Tyr val Thr Thr 

105 110 



100 



Lys Asp He Leu Leu Ser Met Met Ala Tyr Asp His Tyr Val Ala He 

- — 125 



115 



120 



Ala Asn Pro Leu Leu Tyr Thr Val He Met Ala Gin Lys Val Cys He 



130 



135 



140 



Gin Met Val Leu Ala Ser Tyr Leu Gly Gly Leu He Asn Ser Leu Thr 
145 150 155 

His Thr lie Gly Leu Leu Lys Leu Asp Phe Cys Gly Pro Asn He Val 



165 



Asn His Tyr Phe Cys Asp Val Pro Pro Leu Leu Arg Leu Ser Cys Ser 
180 185 190 

Asp Ala His lie Asn Glu Met Leu Pro Leu Val Phe Ser Gly Leu He 



195 



Ala Met Phe Thr Phe He Val He Met Val Ser Tyr He Cys He He 



210 



He Ala He 
225 



215 



220 



Gin Arg He His Ala Ala Glu Gly Arg Tyr Lys Ala Phe 



230 



235 



240 



Ser Thr Cys Val Ser His Leu Thr Thr Val Thr Leu Phe Tyr Gly Ser 



245 



250 



Val Ser Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Ser Leu Glu Gin 



260 



265 



270 



159 



Glu Lys Val Leu Ala Val Phe Tyr Thr Leu Val He Pro Met Leu Asn 
275 280 285 



Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Lys 

290 295 300 

Arg Leu He Trp Trp Gly Glu Lys Pro His Leu Thr Gin Ser Cys He 

305 310 315 320 



<210> 165 
<211> 904 
<212> DNA 
<213> Homo sapiens 

<400> 165 

gccgtgttct tcgccctgtt cctgggcatg tacctgacca cggtgctggg gaacctgctc 60 
atcatgctgc tcatccagct agactctcac cttcacaccc ccatgtactt cttccttagc 120 
cacttggccc tcactgacat ctccttttca tctgtcactg tccctaagat gctgatgaac 180 
atgcagactc agcacctagc cgtcttttac aagggatgca tttcacagac atattttttc 240 
atattttttg ctgacttaga cagtttcctt atcacttcaa tggcatatga caggtatgtg 300 
gccatctgtc atcctctaca ttatgccacc atcatgactc agagccagtg tgtcatgctg 360 
gtggctgggt cctgggtcat cgcttgtgcg tgtgctcttt tgcataccct cctcctggcc 420 
cagctttcct tctgtgctga ccacatcatc cctcactact tctgtgacct tggtgccctg 480 
ctcaagttgt cctgctcaga cacctccctc aatcagttag caatctttac agcagcattg 540 
acagccatta tgcttccatt cctgtgcatc ctggtttctt atggtcacat tggggtcacc 600 
atcctccaga ttccctctac caagggcata tgcaaagcct tgtccacttg tggatcccac 660 
ctctcagtgg tgactatcta ttatcggaca attattggtc tctattttct tcccccatcc 720 
agcaacacca atgacaagaa cataattgct tcagtgatat acacagcagt cactcccatg 780 
ttgaacccat tcatttacag tctgagaaat aaagacatta agggagccct aagaaaactc 840 
ttgagtaggt caggcgcagt ggctcatgcc tgtaatctca gcactttggg aggctgaggc 900 
agac 904 



<210> 166 
<211> 289 
<212> PRT 
<213> Homo sapiens 

<400> 166 

Met Tyr Leu Thr Thr Val Leu Gly Asn Leu Leu He Met Leu Leu He 
15 10 15 

Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 

160 



20 



25 



30 



Leu Ala Leu Thr Asp He Ser Phe Ser Ser Val Thr Val Pro Lys Met 
35 40 45 

Leu Met Asn Met Gin Thr Gin His Leu Ala Val Phe Tyr Lys Gly Cys 
50 55 60 

He Ser Gin Thr Tyr Phe Phe He Phe Phe Ala Asp Leu Asp Ser Phe 
65 70 75 80 

Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His Pro 
85 90 95 

Leu His Tyr Ala Thr He Met Thr Gin Ser Gin Cys Val Met Leu Val 
100 105 110 

Ala Gly Ser Trp Val He Ala Cys Ala Cys Ala Leu Leu His Thr Leu 
115 120 125 

Leu Leu Ala Gin Leu Ser Phe Cys Ala Asp His He He Pro His Tyr 
130 135 140 

Phe Cys Asp Leu Gly Ala Leu Leu Lys Leu Ser Cys Ser Asp Thr Ser 
145 150 155 160 

Leu Asn Gin Leu Ala He Phe Thr Ala Ala Leu Thr Ala He Met Leu 
165 170 175 

Pro Phe Leu Cys He Leu Val Ser Tyr Gly His He Gly Val Thr He 
180 185 190 

Leu Gin lie Pro Ser Thr Lys Gly He Cys Lys Ala Leu Ser Thr Cys 
195 200 205 

Gly Ser His Leu Ser Val Val Thr lie Tyr Tyr Arg Thr He lie Gly 
210 215 220 

Leu Tyr Phe Leu Pro Pro Ser Ser Asn Thr Asn Asp Lys Asn He lie 
225 230 235 240 

Ala Ser Val He Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe He 
245 250 255 

Tyr Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Arg Lys Leu Leu 
260 265 270 



Ser Arg Ser Gly Ala Val Ala His Ala Cys Asn Leu Ser Thr Leu Gly 



161 



275 



280 



285 



Gly 



<210> 167 
<211> 991 
<212> DNA 
e <213> Homo sapiens 



<400> 167 

ccctgtgctc ttcccacagg 
gccaatgtga gttctccaga 
gaaactgtcc tcttcatagt 
atcatcattc tggtctccca 
gccaacctcc ccttcctgga 
aacctctggg gaccacagaa 
tcccattggc tgggggcaac 
gctgccatct gcaggccact 
ctagctttgg cctcctggct 
atgctcctac cgctgtgtgg 
attatgcaac tggcttgtgt 
tttgtctttg ttgtcctgcc 
gccgtgttga agatcaggtc 
cacgtggctg tggtgtctct 
aagagcacct cccatgagca 
gcgctgaacc cacttattta 
atggtattag agaactgctg 



tggccttttg ccccaccccc 
agtctttgtc ctcctgggct 
tgtcttgagt ttttacatgg 
tacagatgtg cacctccaca 
catgagcttc accacgagca 
aaccataagc tatggagggt 
cgagtgtgtc ctgctggcca 
ccattacact gtcattatgc 
ggggggtctg accaccagca 
gaacaattgc atcgaccact 
ggataccagc ctcaatgaga 
tctggggctc atcctggtct 
agcagaaggg cggagaaagg 
gttttacggg agcatcatct 
gggcaagttc atagctctgt 
caccctgagg aacacggagg 
tggctctgca g 



agcatacaat gatggaaata 60 
tctccacacg accctcacta 120 
tatcgatctt gggcaatggc 180 
cacctatgta cttctttctt 240 
ttgtcccaca gctcctggct 300 
gtgtggtcca gttctatatc 360 
ccatgtccta tgaccgctac 420 
atccacagct ttgccttggg 480 
tggtgggctc cacgctcacc 540 
tcttttgcga gatgcccctc 600 
tggagatgta cctggccagc 660 
cttacggcca cattgcccgg 720 
cattcaacac ctgttcttcc 780 
tcatgtatct ccagccagcc 840 
tctacaccgt agtcactcct 900 
tgaagagcgc cctccggcac 960 

991 



<210> 168 
<211> 314 
<212> PRT 
<213> Homo sapi ; 

<400> 168 
Met Met Glu lie 
1 

Gly Phe Ser Thr 
20 

Leu Ser Phe Tyr 
35 

Val Ser His Thr 
50 



ns 



Ala Asn Val Ser 
5 

Arg Pro Ser Leu 



Met Val Ser lie 
40 

Asp Val His Leu 
55 



Ser Pro Glu Val 
10 

Glu Thr Val Leu 
25 

Leu Gly Asn Gly 



His Thr Pro Met 
60 



Phe Val Leu Leu 
15 

Phe He Val Val 
30 

He He He Leu 
45 

Tyr Phe Phe Leu 



162 



Ala Asn Leu Pro Phe Leo Asp Met Ser Phe Thr Thr Ser lie Val Pro 

65 70 " 

G1 „ Leu Leu Ala Asn Leu Trp Gly Pro Gin Lys Thr lie Ser Tyr Gly 



85 



Gly Cys Val Val Gl 



n Phe Tyr lie Ser His Trp Leu Gly Ala Thr Glu 



100 



105 



110 



125 

Pro Gin Leu Cys Leu Gly 
40 



Cys Val Leu Leu Ma Thr Met Ser Tyr Asp Arg Tyr Ala Ala He Cys 
115 120 

Arg Pro Leu His Tyr Thr Val He Met His Pro G 
130 135 

r-i ru, t pii Thr Thr Ser Met Val Gly 
Leu Ala Leu Ala Ser Trp Leu Gly Gly Leu Thr inr 

145 150 155 

Ser Thr Leu Thr Met Leu Leu Pro Leu Cys Gly Asn Asn Cys lie Asp 



165 



His Phe Phe cys Glu Met Pro Leu lie Met Gin Leu Ala Cy. Val Asp 



180 



185 



Thr Ser Leu Asn G 
195 



Val Leu Pro Leu Gly Leu 
210 



lu Met Glu Met Tyr Leu Ala Ser Phe Val Phe Val 



200 



205 



He Leu Val Ser Tyr Gly His lie Ala Arg 



215 



220 



Ma val Leu Lys lie Arg Ser Ala Glu Gly Are. Arg Lys Ala Phe Asn 



225 



230 



235 



Thr Cys Ser Se 



r His Val Ala Val Val Ser Leu Phe Tyr Gly Ser He 



245 



250 



255 



He Phe Met Tyr 
260 



Tyr Leu Gin Pro Ala Lys Ser Thr Ser His Glu Gin Gly 



265 



270 



L ys Phe lie Ala Leu Phe Tyr Thr Val Val Thr Pro Ala Leu Asn Pro 



275 



280 



Leu He Tyr Thr Leu Arg Asn Thr Glu Val Lys Ser Ala Leu Arg His 



290 



295 



300 



Met 
305 



Val Leu Glu Asn Cys Cys Gly Ser Ala 



310 



163 



<210> 169 
<211> 951 
<212> DNA 
<213> Homo sapiens 

<400> 169 

actcaaaatt ttttcaacaa tgaaaaataa aaccgtgtta actgagttta tccttctggg 60 
tctaacagat gtccctgaac tccaggtggc agttttcacc tttcttttcc ttgcgtattt 120 
actcagcatc cttggaaatc tgactatcct catcctcacc ttgctggact cccaccttca 180 
gactcccatg tatttctttc tccggaactt ctccttcttg gaaatttcct tcacaaacat 240 
cttcattcca agggtcctga ttagcatcac aacagggaac aagagtatca gctttgctgg 300 
ctgcttcact cagtatttct ttgccatgtt ccttggggct acagagtttt accttctggc 360 
tgccatgtcc tatgaccgct atgtggccat ctgcaaacct ctgcattaca ccaccatcat 420 
gagcagcaga atctgcatcc agctgatttt ctgctcttgg ctgggtgggc taatggctat 480 
tataccaaca atcaccctga tgagtcagca ggacttttgt gcatccaaca gactgaatca 540 
ttacttctgt gactatgagc ctcttctgga actctcatgt tcagacacaa gcctcataga 600 
gaaggttgtc tttcttgtgg catctgtgac cctggtggtc actctggtgc tagtgattct 660 
ctcctatgca ttcattatca agactattct gaagctcccc tctgcccaac aaaggacaaa 720 
agccttttcc acatgttctt cccacatgat tgtcatctcc ctctcttacg gaagctgcat 780 
gtttatgtac attaatccct ctgcaaaaga aggggataca ttcaacaagg gagtagctct 840 
actcattact tcagttgctc ctttgttgaa cccctttatt tacaccctaa ggaaccaaca 900 
ggtaaaacaa cccttcaagg atatggtcaa aaagcttctg aatctttaaa g 951 



<210> 170 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 170 

Met Lys Asn Lys Thr 
1 5 

Asp Val Pro Glu Leu 
20 

Tyr Leu Leu Ser lie 
35 

Leu Asp Ser His Leu 
50 

Ser Phe Leu Glu lie 
65 

He Ser He Thr Thr 



Val Leu Thr Glu Phe 
10 

Gin Val Ala Val Phe 

25 

Leu Gly Asn Leu Thr 
40 

Gin Thr Pro Met Tyr 
55 

Ser Phe Thr Asn He 
70 

Gly Asn Lys Ser He 



He Leu Leu Gly Leu Thr 
15 

Thr Phe Leu Phe Leu Ala 
30 

He Leu He Leu Thr Leu 
45 

Phe Phe Leu Arg Asn Phe 
60 

Phe He Pro Arg Val Leu 
75 80 

Ser Phe Ala Gly Cys Phe 



164 



85 



90 



95 



Thr GXh Ty r Phe Phe Ma H* Phe Leo «„ Ma Thr Gl» - T y r -u 
100 iU5 

Leu Ma Ala «et Ser T y r R sp Ty r V.1 Ma He C y s L„ P» - 
115 120 



His Tyr Thr 
130 



Tlo p.,- Ti e Gin Leu He Phe 
Thr He Met Ser Ser Arg He Cys He bin 



135 



140 



He He Pro Thr He Thr Leu 
L55 160 



Cys Ser Trp Leu Gly Gly Leu Met Ma He IJ 
145 150 

, la qpr asn Arq Leu Asn His Tyr Phe 
Met Ser Gin Gin Asp Phe Cys Ala Ser Asn Arg ^ 

165 



170 



Cys Asp Tyr Glu Pro Leu Leu - ^ ]?Q 



180 



Glu Leu Ser Cys Ser Asp Thr Ser Leu 
185 



He 



, t t t_ i al = S er Val Thr Leu Val Val Thr 
Glu Lys Val Val Phe Leu Val Ala Ser 

195 200 



215 



Leu Val Leu 
210 

Lys L e U Pro se, Ma Gin B1 » M Thr Ly. Ma «- Ser Thr c y s Mr 

230 

225 ZJU 



Ser 



Tyr 



His Met ne »1 .1. ser L eu Ser Tyr 61y Ser C y s Met Ph. Me, 
245 250 

, t n„ riv Aso Thr Phe Asn Lys Gly Val 
He Asn Pro Ser Ala Lys Glu Gly Asp in 



260 



265 



Ala Leu 



L e„ II. Thr ser V.X Ma Pro Leu Le U Asn Pro Phe He T y r 



275 



280 



n rin Gin Val Lys Gin Pro Phe Lys Asp Met Val Lys 
Thr Leu Arg Asn Gin Gin vax i^y 

295 

290 

Lys Leu Leu Asn Leu 
305 



<210> 171 
<211> 1000 
<212> DNA 



165 



<213> Homo sapiens 
<400> 171 

gatacaaaat gtatgtctga ttactctaca ccacccaaat tgctgcctct tgatgatgac 60 

ctcttggcta acatacacaa catgactgaa ttcatttttc tggtactttc tcccaaccag 120 

gaggtgcaga gggtttgctt tgtgatattt ctgttcttgt acacagcaat tgtgctgggg 180 

aatttcctca ttgtgctcac tgtcatgacc agcagaagcc ttggttcccc catgtacttc 240 

ttcctcagct acctctcctt catggagatc tgctactcct ccgctacagc ccccaaactc 300 

atctcagatc tgctggctga aaggaaagtc atatcttggt ggggctgcat ggcacagctt 360 

ttcttcttgc acttctttgg tggcactgag attttcctgc tcactgtgat ggcctatgac 420 

cactatgtgg ccatctgcaa gcccctcagc tacaccacca tcatgaactg gcaggtgtgt 480 

actgtccttg taggaatagc atgggtggga ggcttcatgc attcctttgc acaaatcctt 540 

ctcatcttcc acctgctctt ctgtggcccc aatgtgatca atcactattt ctgtgaccta 600 

gttccccttc tcaaacttgc ctgctctgac accttcctca ttggtctgct gattgttgcc 660 

aatggaggca ccctgtctgt gatcagtttt ggggtcctct tagcatccta tatggtcatc 720 

ttgctccatc tgagaacctg gagctctgaa gggtggtgca aagccctctc cacctgtggg 780 

tcccatttcg ctgtggttat cttgttcttt gggccctgcg tcttcaactc tctgaggcct 840 

tctaccactc tgcccataga caagatggtg gctgtgttct acacagtgat aaccgcgatc 900 

ctgaaccctg tcatctactc tctgagaaat gctgaaatga ggaaggccat gaagaggctg 960 

tggattagga cattgagact aaatgagaaa tagaggctga 1000 



<210> 172 
<211> 326 
<212> PRT 

<213> Homo sapiens 
<400> 172 

Met Ser Asp Tyr Ser Thr Pro Pro Lys Leu Leu Pro Leu Asp Asp Asp 
15 10 15 

Leu Leu Ala Asn lie His Asn Met Thr Glu Phe lie Phe Leu Val Leu 
20 25 30 

Ser Pro Asn Gin Glu Val Gin Arg Val Cys Phe Val He Phe Leu Phe 
35 40 45 

Leu Tyr Thr Ala He Val Leu Gly Asn Phe Leu He Val Leu Thr Val 
50 55 60 

Met Thr Ser Arg Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ser Tyr 
65 70 75 80 

Leu Ser Phe Met Glu He Cys Tyr Ser Ser Ala Thr Ala Pro Lys Leu 
85 90 95 

He Ser Asp Leu Leu Ala Glu Arg Lys Val He Ser Trp Trp Gly Cys 
100 105 110 



166 



Met Ma Gin L eu Phe Phe Leu His Phe Phe Sly Gly Thr Glu He Phe 
115 120 



Met Ala Tyr Asp His Tyr Val Ala He Cys Lys Pro 



135 



140 



Leu Leu Thr Val 
130 

* Thr Thr lie Met Asn Trp Gin Val Cys Thr Val Leu Val 
Leu Ser Tyr Thr Thr lie ueu «=> r 16Q 



145 



150 



155 



6Xy Ue Ala Trp Val Gly Gly «» M.t His Ser «- - ™ £ ^ 
165 1/U 

Leu Ue Phe His Leu Leu Phe Gys 01, Pro Asn Val He Asn His tyr 
180 185 

Phe c,s Asp Leu Val Pro Lee Lee L,s Lee ,1a C,s See Asp Thr Phe 

200 ^ 
195 zuu 

Leu ue 01, Lee Lee Lie Val Me Asn Gly Gly Thr Lee Ser val Ue 



210 



Ser Phe Gly 
225 



215 



Val Leu Leu Ala Ser Tyr Met Val He Leu Leu His Leu 



230 



235 



Arg Thr Trp Ser Se 



r Glu Gly Trp Cys Lys Ala Leu Ser Thr Cys Gly 



245 



250 



255 



S er His Phe ,1a Val val lie Lee Phe Phe Gly Pro Gys Val Phe « 

260 265 
ser Leu Ar g Pro Ser Thr Thr Leu Pro Ue Asp Lys Met Val Ala val 
275 280 



Phe Tyr Thr 
290 

Arg Asn 
305 



Val He Thr Ala He Leu Asn Pro Val He Tyr Ser Leu 



295 



300 



Ala Glu Met Arg Lys Ala Met Lys Arg Leu Trp He Arg Thr 



310 



315 



Leu Arg Leu Asn Glu Lys 
325 



<210> 173 
<211> 971 
<212> DNA 
<213> Homo sapiens 



167 



<400> 173 

aaacttggac gatcgacatg gaaattgtct ccacaggaaa cgaaactatt actgaatttg 60 
tcctccttgg cttctatgac atccctgaac tgcatttctt gttttttatt gtattcactg 120 
ctgtctatgt cttcatcatc atagggaata tgctgattat tgtagcagtg gttagctccc 180 
agaggctcca caaacccatg tatattttct tggcgaatct gtccttcctg gatattctct 240 
acacctccgc agtgatgcca aaaatgctgg agggcttcct gcaagaagca actatctctg 300 
tggctggttg cttgctccag ttctttatct tcggctctct agccacagct gaatgcttac 360 
tgctggctgt catggcatat gaccgctacc tggcaatttg ctacccactc cactacccac 420 
tcctgatggg gcccagacgg tacatggggc tggtggtcac aacctggctc tctggatttg 480 
tggtagatgg actggttgtg gccctggtgg cccagctgag gttctgtggc cccaaccaca 540 
ttgaccagtt ttactgtgac tttatgcttt tcgtgggcct ggcttgctcg gatcccagag 600 
tggctcaggt gacaactctc attctgtctg tgttctgcct cactattcct tttggactga 660 
ttctgacatc ttatgccaga attgtggtgg cagtgctgag agttcctgct ggggcaagca 720 
ggagaagggc tttctccaca tgctcctccc acctagctgt agtgaccaca ttctatggaa 780 
cgctcatgat cttttatgtt gcaccctctg ctgtccattc ccagctcctc tccaaggtct 840 
tctccctgct ctacactgtg gtcacccctc tcttcaatcc tgtgatctat accatgagga 900 
acaaggaggt gcatcaggca cttcggaaga ttctctgtat caaacaaact gaaacacttg 960 
attgaaggag a 971 



<210> 174 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 174 

Met Glu He Val Ser 
1 5 

Leu Gly Phe Tyr Asp 
20 

Phe Thr Ala Val Tyr 
35 

Val Ala Val Val Ser 
50 

Leu Ala Asn Leu Ser 
65 

Pro Lys Met Leu Glu 
85 

Gly Cys Leu Leu Gin 
100 



Thr Gly Asn Glu Thr 
10 

He Pro Glu Leu His 
25 

Val Phe He He He 
40 

Ser Gin Arg Leu His 
55 

Phe Leu Asp He Leu 
70 

Gly Phe Leu Gin Glu 
90 

Phe Phe He Phe Gly 
105 



He Thr Glu Phe Val Leu 
15 

Phe Leu Phe Phe He Val 
30 

Gly Asn Met Leu He He 
45 

Lys Pro Met Tyr He Phe 
60 

Tyr Thr Ser Ala Val Met 
75 80 

Ala Thr He Ser Val Ala 
95 

Ser Leu Ala Thr Ala Glu 
110 



168 



Cys Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala lie Cys 
115 120 125 



Tyr Pro Leu His Tyr Pro Leu Leu Met Gly Pro Arg Arg Tyr Met Gly 
130 135 140 

Leu Val Val Thr Thr Trp Leu Ser Gly Phe Val Val Asp Gly Leu Val 
145 150 155 160 

Val Ala Leu Val Ala Gin Leu Arg Phe Cys Gly Pro Asn His lie Asp 
165 170 175 

Gin Phe Tyr Cys Asp Phe Met Leu Phe Val Gly Leu Ala Cys Ser Asp 
180 185 190 

Pro Arg Val Ala Gin Val Thr Thr Leu lie Leu Ser Val Phe Cys Leu 
195 200 205 

Thr lie Pro Phe Gly Leu lie Leu Thr Ser Tyr Ala Arg lie Val Val 
210 215 220 

Ala Val Leu Arg Val Pro Ala Gly Ala Ser Arg Arg Arg Ala Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Ala Val Val Thr Thr Phe Tyr Gly Thr Leu 
245 250 255 

Met lie Phe Tyr Val Ala Pro Ser Ala Val His Ser Gin Leu Leu Ser 
260 265 270 

Lys Val Phe Ser Leu Leu Tyr Thr Val Val Thr Pro Leu Phe Asn Pro 
275 280 285 

Val lie Tyr Thr Met Arg Asn Lys Glu Val His Gin Ala Leu Arg Lys 
290 295 300 



lie Leu Cys lie Lys Gin Thr Glu Thr Leu Asp 
305 310 315 



<210> 175 
<211> 989 
<212> DNA 
<213> Homo sapiens 

<400> 175 

gaacataaat gccttaaatg acaatggctg ctgagaattc ctccttcgtg acacagttta 60 
tcctcgcagg cttaactgac caaccgggag tccagatccc cctcttcttc ctgtttctag 120 
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gcttctacgt ggtcactgtg gtggggaacc tgggcttgat aaccctgata aggctcaact 180 

ctcacttgca cacccctatg tacttcttcc tctataactt gtccttcata gatttctgct 240 

attccagtgt tatcactccc aaaatgctga tgagctttgt cttaaagaag aacagcatct 300 

cctacgcagg gtgtatgact cagctcttct tctttctttt ctttgttgtc tctgagtcct 360 

tcatcctgtc agcaatggcg tatgaccgct atgtggccat ctgtaaccca ctgttgtaca 420 

tggtcaccat gtctccccag gtgtgttttc tccttttgtt gggtgtctat gggatggggt 480 

ttgctggggc catggcccac acagcgtgca tgatgggtgt gaccttctgt gccaataacc 540 

ttgtcaacca ctacatgtgt gacatccttc cccttcttga gtgtgcttgc accagcacct 600 

atgtgaatga gcttgtagtg tttgttgttg tgggcattga tattggtgtg cccacagtca 660 

ccatcttcat ttcctatgct ctcattctct ccagcatctt ccacattgat tccacggagg 720 

gcaggtccaa agccttcagc acctgcagct cccacataat tgcagtttct ctgttctttg 780 

ggtcaggagc attcatgtac ctcaaaccct tttctctttt agctatgaac cagggcaagg 840 

tgtcttccct attctatacc actgtggtgc ccatgctcaa cccattaatt tatagcctga 900 

ggaataagga cgtcaaagtt gctctaaaga aaatcttgaa caaaaatgca ttctcctgag 960 

aaaagggcaa tgctcaggaa agaaacact 989 



<210> 176 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 176 

Met Thr Met Ala Ala Glu Asn Ser Ser Phe Val Thr Gin Phe lie Leu 
15 10 15 

Ala Gly Leu Thr Asp Gin Pro Gly Val Gin lie Pro Leu Phe Phe Leu 
20 25 30 

Phe Leu Gly Phe Tyr Val Val Thr Val Val Gly Asn Leu Gly Leu He 
35 40 45 

Thr Leu He Arg Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe 
50 55 60 

Leu Tyr Asn Leu Ser Phe He Asp Phe Cys Tyr Ser Ser Val He Thr 
65 70 75 80 

Pro Lys Met Leu Met Ser Phe Val Leu Lys Lys Asn Ser He Ser Tyr 
85 90 95 

Ala Gly Cys Met Thr Gin Leu Phe Phe Phe Leu Phe Phe Val Val Ser 
100 105 110 

Glu Ser Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He 
115 120 125 

Cys Asn Pro Leu Leu Tyr Met Val Thr Met Ser Pro Gin Val Cys Phe 
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130 135 140 

Leu Leu Leu Leu Gly Val Tyr Gly Met Gly Phe Ala Gly Ala Met Ala 
145 150 155 160 

His Thr Ala Cys Met Met Gly Val Thr Phe Cys Ala Asn Asn Leu Val 
165 170 175 

Asn His Tyr Met Cys Asp lie Leu Pro Leu Leu Glu Cys Ala Cys Thr 
180 185 190 

Ser Thr Tyr Val Asn Glu Leu Val Val Phe Val Val Val Gly He Asp 
195 200 205 

He Gly Val Pro Thr Val Thr He Phe He Ser Tyr Ala Leu He Leu 
210 215 220 

Ser Ser He Phe His He Asp Ser Thr Glu Gly Arg Ser Lys Ala Phe 
225 230 235 240 

Ser Thr Cys Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser 
245 250 255 

Gly Ala Phe Met Tyr Leu Lys Pro Phe Ser Leu Leu Ala Met Asn Gin 
260 265 270 

Gly Lys Val Ser Ser Leu Phe Tyr Thr Thr Val Val Pro Met Leu Asn 
275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Lys 
290 295 300 

Lys He Leu Asn Lys Asn Ala Phe Ser 
305 310 



<210> 177 
<211> 950 
<212> DNA 

<213> Homo sapiens 
<400> 177 

acatggagac aaagaattat agcagcagca 
ccaaccctaa gctgcagaaa cctctctttg 
cggtggggaa tgtgctcatc atcctggcca 
tgtacttttt tctcagcaac ttgtctttca 
ctaagatgct ggtgaatttt ctatcagaga 
tccagatgta cttcttcatg gcatttggga 



cctcaggctt catcctcctg ggcctctctt 60 

ccatcttcct catcatgtac ctactcactg 120 

tctactctga ccccaggctc cacaccccta 180 

tggatatctg cttcacaaca gtcatagtgc 240 

caaagattat ctcttatgtg ggctgcctga 300 

acactgacag ctacctgctg gcctctatgg 360 
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ccatcgaccg gctggtggcc atctgcaacc ccttacacta tgatgtggtt atgaaaccat 420 
ggcattgcct actcatgcta ttgggttctt gcagcatctc ccacctacat tccctgttcc 480 
gcgtgctact tatgtctcgc ttgtctttct gtgcctctca catcattaag cactttttct 540 
gtgacaccca gcctgtgcta aagctctcct gctctgacac atcctccagc cagatggtgg 600 
tgatgactga gaccttagct gtcattgtga cccccttcct gtgtaccatc ttctcctacc 660 
tgcaaatcat cgtcactgtg ctcagaatcc cctctgcagc cgggaagtgg aaggccttct 720 
ctacctgtgg ctcccacctc actgtagtgg tcctgttcta tgggagtgtc atctatgtct 780 
attttaggcc tctgtccatg tactcagtga tgaagggccg ggtagccaca gttatgtaca 840 
cagtagtgac acccatgctg aaccctttca tctacagcct gaggaacaaa gatatgaaaa 900 
ggggtttgaa gaaattaaga cacagaattt actcatagaa agaacaaaat 950 



<210> 178 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 178 

Met Glu Thr Lys Asn Tyr Ser Ser Ser Thr Ser Gly Phe lie Leu Leu 
15 10 15 

Gly Leu Ser Ser Asn Pro Lys Leu Gin Lys Pro Leu Phe Ala lie Phe 
20 25 30 

Leu He Met Tyr Leu Leu Thr Ala Val Gly Asn Val Leu He He Leu 
35 40 45 

Ala He Tyr Ser Asp Pro Arg Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Asn Leu Ser Phe Met Asp lie Cys Phe Thr Thr Val He Val Pro 
65 70 75 80 

Lys Met Leu Val Asn Phe Leu Ser Glu Thr Lys He He Ser Tyr Val 
85 90 95 

Gly Cys Leu He Gin Met Tyr Phe Phe Met Ala Phe Gly Asn Thr Asp 
100 105 110 

Ser Tyr Leu Leu Ala Ser Met Ala He Asp Arg Leu Val Ala He Cys 
115 120 125 

Asn Pro Leu His Tyr Asp Val Val Met Lys Pro Trp His Cys Leu Leu 
130 135 140 

Met Leu Leu Gly Ser Cys Ser He Ser His Leu His Ser Leu Phe Arg 
145 150 155 160 
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Val Leu Leu Met Ser Arg Leu Ser Phe Cys Ala Ser His lie lie Lys 
165 170 175 



His Phe Phe Cys Asp Thr Gin Pro Val Leu Lys Leu Ser Cys Ser Asp 
180 185 190 

Thr Ser Ser Ser Gin Met Val Val Met Thr Glu Thr Leu Ala Val He 
195 200 205 

Val Thr Pro Phe Leu Cys Thr He Phe Ser Tyr Leu Gin He He Val 
210 215 220 

Thr Val Leu Arg He Pro Ser Ala Ala Gly Lys Trp Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Gly Ser His Leu Thr Val Val Val Leu Phe Tyr Gly Ser Val 
245 250 255 

He Tyr Val Tyr Phe Arg Pro Leu Ser Met Tyr Ser Val Met Lys Gly 
260 265 270 

Arg Val Ala Thr Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 
275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Lys Lys 
290 295 300 



Leu Arg His Arg He Tyr Ser 
305 310 



<210> 179 
<211> 1016 
<212> DNA 

<213> Homo sapiens 
<400> 179 

ggtcaaactg ccctttacat ctctcccact gcttctccaa accctatcca ggaagtccag 60 

agacatggag ataaagaact acagcagcag cacctcaggc ttcatcctcc tgggcctctc 120 

ttccaaccct cagctgcaga aacctctctt tgccatcttc ctcatcatgt acctgctcgc 180 

tgcggtgggg aatgtgctca tcatcccggc catctactct gaccccaggc tccacacccc 240 

tatgtacttt tttctcagca acttgtcttt catggatatc tgcttcacaa cagtcatagt 300 

gcctaagatg ctggtgaatt ttctatcaga gacaaaggtt atctcctatg tgggctgcct 360 

ggcccagatg tacttcttta tggcatttgg gaacactgac agctacctgc tggcctctat 420 

ggccatcgac cggctggtgg ccatctgcaa ccccttacac tatgatgtgg ttatgaaacc 480 

acggcattgc ctgctcatgc tattgggttc ttgcagcatc tcccacctac attccctgtt 540 

ccgcgtgcta cttatgtctc gcttgtcttt ctgtgcctct cacatcatta agcacttttt 600 

ctgtgacacc cagcctgtgc taaagctctc ctgctctgac acatcctcca gccagatggt 660 
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ggtgatgact gagaccttag ctgtcattgt gacccccttc ctgtgtatca tcttctccta 720 

cctgcgaatc atggtcactg tgctcagaat cccctctgca gccgggaagt ggaaggcctt 780 

ctctacctgt ggctcccacc tcactgcagt agcccttttc tatgggagta ttatttatgt 840 

ctattttagg cccctgtcca tgtactcagt ggttagggac cgggtagcca cagttatgta 900 

cacagtagtg acacccatgc tgaacccttt catctacagc ctgaggaaca aagatatgaa 960 

gaggggtttg aagaaattac aggacagaat ttaccggtaa aaggaacaaa atgttg 1016 



<210> 180 
<211> 311 
<212> PRT 
<213> Homo sapiens 

<400> 180 

Met Glu Thr Lys Asn Tyr Ser Ser Ser Thr Ser Gly Phe lie Leu Leu 
15 10 15 

Gly Leu Ser Ser Asn Pro Lys Leu Gin Lys Pro Leu Phe Ala lie Phe 
20 25 30 

Leu lie Met Tyr Leu Leu Thr Ala Val Gly Asn Val Leu lie lie Leu 
35 40 45 

Ala lie Tyr Ser Asp Pro Arg Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Asn Leu Ser Phe Met Asp He Cys Phe Thr Thr Val He Val Pro 
65 70 75 80 

Lys Met Leu Val Asn Phe Leu Ser Glu Thr Lys He He Ser Tyr Val 
85 90 95 

Gly Cys Leu He Gin Met Tyr Phe Phe Met Ala Phe Gly Asn Thr Asp 
100 105 110 

Ser Tyr Leu Leu Ala Ser Met Ala He Asp Arg Leu Val Ala He Cys 
115 120 125 

Asn Pro Leu His Tyr Asp Val Val Met Lys Pro Trp His Cys Leu Leu 
130 135 140 

Met Leu Leu Gly Ser Cys Ser He Ser His Leu His Ser Leu Phe Arg 
145 150 155 160 

Val Leu Leu Met Ser Arg Leu Ser Phe Cys Ala Ser His He lie Lys 
165 170 175 

His Phe Phe Cys Asp Thr Gin Pro Val Leu Lys Leu Ser Cys Ser Asp 
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180 



185 



190 



Thr Ser Ser Ser Gin Met Val Val Met Thr Glu Thr Leu Ala Val He 
195 200 205 

Val Thr Pro Phe Leu Cys Thr lie Phe Ser Tyr Leu Gin He He Val 
210 215 220 

Thr Val Leu Arg He Pro Ser Ala Ala Gly Lys Trp Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Gly Ser His Leu Thr Val Val Val Leu Phe Tyr Gly Ser Val 
245 250 255 

He Tyr Val Tyr Phe Arg Pro Leu Ser Met Tyr Ser Val Met Lys Gly 
260 265 270 

Arg Val Ala Thr Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 
275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Lys Lys 
290 295 300 



Leu Arg His Arg He Tyr Ser 
305 310 



<210> 181 
<211> 960 
<212> DNA 
<213> Homo sapiens 

<400> 181 

tctgactccc acctccacac ccccatgtac ttcttcctct ccaacctgtg ctgggctgac 60 

atcagtttca cctcggccac ggttcccaag atgacggtgg acatgcagtc gcatagcaga 120 

gtcatctctt atgcgggctg cctgacacgg atgtctttct tcgtcctttt tgcatgtata 180 

gaagacatgc tcctgactgt gatggcccag gactgctttg tagccatctg tcgccctctg 240 

cactacgcag tcatcgtgaa tcctcacctc tgtgtcttct tagttttggt gtcctttttc 300 

cttagcctgt tggattccca gctgcacagt aagattgtgt tacaattcac cttcttcaag 360 

aatgtggaaa tctctcattt tgtctgtgag ccatctcaat ttctcaacct tgcgtgttct 420 

gacagcttca tcaatagcat attcatgtat ttcgatagta ctatgtttgg ttttcttccc 480 

atttcaggga tccttttgtc ttactataaa attgtcccct ccattctaag gatttcatcg 540 

tcagatggga agtataaagc cttctccacc tgtggctctc acctggcagt tgtttgctta 600 

ttttatggaa caggcattgg cgtgtacctg acttcagctg tggcaccacc ccccagcaat 660 

ggtgtggtgg catcagtgaa gtacaccgtg gtcaccccca tgctgaaccc tttcatctac 720 

agcctgagaa acagggacat tcaaagcacc ctgtggaggc tgtgcagcag aacagttaaa 780 

tctcttgatc tgttccattc tttttcttgt gtgggtaaga aagggcaacc acaaaaaatc 840 

cctacatctg caaatcctgc ccttagtcac attatttctg tggctggatg gttttattcc 900 
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tttccgcatt tcctatgtga atattgtttt cttcgttatg cctttaactg gaatgggtga 960 



<210> 182 
<211> 311 
<212> PRT 

<213> Homo sapiens 



<400> 182 ,., _ D . Th _ 

Met Tyr Phe Phe Leu Ser Asn Leu Cys Trp Ala Asp He Ser Phe Thr 

10 ib 



1 



Ser Ala Thr Val Pro Lys Met Thr Val Asp Met Gin Ser His Ser Arg 



20 



25 



Phe Ala Cys 
50 



Val He Ser Tyr Ala Gly Cys Leu Thr Arg Met Ser Phe Phe Val Leu 
35 40 45 

He Glu Asp Met Leu Leu Thr Val Met Ala Gin Asp Cys 
55 60 

Phe Val Ala He Cys Arg Pro Leu His Tyr Ala Val He Val Asn Pro 
65 70 75 

His Leu Cys Val Phe Leu Val Leu Val Ser Phe Phe Leu Ser Leu Leu 
85 90 95 

Asp Ser Gin Leu His Ser Lys He Val Leu Gin Phe Thr Phe Phe Lys 

ioo i° 5 110 

Asn Val Glu He Ser His Phe Val Cys Glu Pro Ser Gin Phe Leu Asn 
115 120 125 

Leu Ala Cys Ser Asp Ser Phe He Asn Ser He Phe Met Tyr Phe Asp 
130 135 140 

Ser Thr Met Phe Gly Phe Leu Pro He Ser Gly He Leu Leu Ser Tyr 



145 



150 



155 160 



Tyr Lys He Val Pro Ser He Leu Arg He Ser Ser Ser Asp Gly Lys 
165 "0 175 

Tyr Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ala Val Val Cys Leu 
' ' 180 185 I 90 

Phe Tyr Gly Thr Gly He Gly Val Tyr Leu Thr Ser Ala Val Ala Pro 
195 200 205 
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Pro Pro Ser Asn Gly Val Val Ala Ser Val Lys Tyr Thr Val Val Thr 
210 215 220 

Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp lie Gin 
225 230 235 240 

Ser Thr Leu Trp Arg Leu Cys Ser Arg Thr Val Lys Ser Leu Asp Leu 
245 250 255 

Phe His Ser Phe Ser Cys Val Gly Lys Lys Gly Gin Pro Gin Lys lie 
260 265 270 

Pro Thr Ser Ala Asn Pro Ala Leu Ser His He He Ser Val Ala Gly 
275 280 285 

Trp Phe Tyr Ser Phe Pro His Phe Leu Cys Glu Tyr Cys Phe Leu Arg 
290 295 300 

Tyr Ala Phe Asn Trp Asn Gly 
305 310 



<210> 183 
<211> 890 
<212> DNA 
<213> Homo sapiens 

<400> 183 

caatggtggg aaacctcctc atttgggtga ctactattgg cagcccctcc ttgggctccc 60 

taatgtactt cttccttgcc tacttgtcac ttatggatgc catatattcc actgccatgt 120 

cacccaaatt gatgatagac ttactctgtg ataaaatcgc tatttccttg tcagcttgca 180 

tgggtcagct cttcatagaa cacttacttg gtggtgcaga ggtcttcctt ttggtggtga 240 

tggcctatga tcgctatgtg gctatctcta agccgctgca ctatttgaac atcatgaatc 300 

gactggtttg catccttctg ttggtggtgg ccatgattgg aggttttgtg cactctgtgg 360 

ttcaaattgt ctttctgtac agtctaccaa tctgtggccc caatgttatt gaccactctg 420 

tctgtgacat gtacccattg ttggaactgt tgtgccttga cacctacttt ataggactca 480 

ctgtggttgc caatggtgga ataatttgta tggtcatctt tacctttctg ctaatctcct 540 

gtggagtcat cctaaacttc cttaaaactt acagtcagga agagaggcat aaagccctgc 600 

ctacctgcat ctcccacatc attgtggttg ccctcgtttt tgttccctgt atttttatgt 660 

atgttagacc cgtttccaac tttccctttg ataaattaat gactgtgttt tattcaatta 720 

tcacactcat gttgaatcct ttaatatact cgttgagaca atcagagatg aaaaatgcta 780 

tgaaaaatct ctggtgtgaa aagttaagta tagttagaaa aagagtatct cccacactga 840 
acatatttat tcctagttct aaggcaacaa ataggcggta aaatactgca 890 



<210> 184 
<211> 292 
<212> PRT 



177 



<213> Homo sapiens 



00 Vai B Gly Asn Leu Leu lie Trp Val Thr Thr lie Gly Ser Pro Sei 



Met 



1 



Leu Gly Ser Leu Met Tyr Phe Phe Leu Ala Tyr Leu Ser Leu Met Asp 
20 25 30 

Ala lie Tyr Ser Thr Ala Met Ser Pro Lys Leu Met lie Asp Leu Leu 
35 40 45 

Cys Asp Lys He Ala lie Ser Leu Ser Ala Cys Met Gly Gin Leu Phe 
50 55 60 

lie Glu His Leu Leu Gly Gly Ala Glu Val Phe Leu Leu Val Val Met 
Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro Leu His Tyr Leu Asn 



85 



90 95 



lie Met Asn Arg Leu Val Cys He Leu Leu Leu Val Val Ala Met He 



100 



105 



110 



Gly Gly Phe Val His Ser Val Val Gin He Val Phe Leu Tyr Ser Leu 



115 



120 



Pro He Cys Gly Pro Asn Val He Asp His Ser Val Cys Asp Met Tyr 
130 135 140 

Pro Leu Leu Glu Leu Leu Cys Leu Asp Thr Tyr Phe He Gly Leu Thr 

Val Val Ala Asn Gly Gly He He Cys Met Val He Phe Thr Phe Leu 
165 1^0 175 

Leu lie Ser Cys Gly Val He Leu Asn Phe Leu Lys Thr Tyr Ser Gin 
180 185 190 

Glu Glu Arg His Lys Ala Leu Pro Thr Cys He Ser His He He Val 
195 200 _ 205 

Val Ala Leu Val Phe Val Pro Cys He Phe Met Tyr Val Arg Pro Val 
210 215 220 

Ser Asn Phe Pro Phe Asp Lys Leu Met Thr Val Phe Tyr Ser He He 
225 230 235 240 
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Thr Leu Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Gin Ser Glu Met 
245 250 255 



Lys Asn Ala Met Lys Asn Leu Trp Cys Glu Lys Leu Ser lie Val Arg 
260 265 270 

Lys Arg Val Ser Pro Thr Leu Asn lie Phe lie Pro Ser Ser Lys Ala 
275 280 285 

Thr Asn Arg Arg 
290 



<210> 185 

<211> 1067 

<212> DNA 

<213> Homo sapiens 

<400> 185 

gcccatgggt aactggactg cagcggtgac tgagtttgtt ctgctggggt tttccctgag 60 

cggggaggtg gagctgctgc tcctggtgct cctgctgccc acgttcctgc tgactcttct 120 

ggggaacctg ctcatcatct ccactgtgct gtcctgctcc cgcctccaca cccccatgta 180 

cttcttcttg tgcaacctct ctatcctgga catcctcttc acctcagtca tctctccaaa 240 

agtgttggcc aacttaggat ctagggataa aaccatctcc tttgccggat gtatcaccca 300 

gtgctatttc tactttttct tgggcacagt tgagttcctc ctgctgacgg tcatgtccta 360 

tgaccgttat gccaccatct gctgccccct gcggtacacc accatcatga gaccttctgt 420 

ctgcattggg accgttgtat tctcttgggt gggaggcttc ctgtctgtgc tctttccaac 480 

catcctcatc tcccagctgc ccttctgtgg ctccaatatc attaaccact tcttctgtga 540 

cagtggaccc ttgctggccc tggcctgtgc agacaccact gccatcgagc tgatggattt 600 

tatgctttct tccatggtca tcctctgctg catagtcctc gtggcctatt cctatacgta 660 

catcatcttg accatagtgc gcattccttc tgcaagtgga aggaagaagg cctttaatac 720 

ctgtgcttcc cacctgacca tagtcatcat ttctagtggc atcactgtgt ttatctatgt 780 

gactccctcc cagaaagaat atctggagat caacaagatc cctttggttc tgagcagtgt 840 

ggtgactcca ttcctcaacc cctttatata tactctgagg aatgacacag tgcagggagt 900 

cctcagggat gtgtgggtca gggttcgagg agtttttgaa aagaggatga gggcagtgct 960 

gagaagcaga ttatcctcca acaaagacca ccaaggaagg gcttgctctt ctccaccatg 1020 

tgtctattct gtaaagctcc agtgttagaa agagaggagc tgcctta 1067 



<210> 186 
<211> 347 
<212> PRT 

<213> Homo sapiens 
<400> 186 

Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe Val Leu Leu Gly Phe 
15 10 15 
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Ser Leu Ser Gly Glu Val Glu Leu Leu Leu Leu Val Leu Leu Leu Pro 

25 iU 



20 



Thr Phe Leu Leu Thr Leu Leu Gly Asn Leu Leu He He Ser Thr Val 

40 45 



35 



Leu Ser Cys Ser Arg 
50 



Leu His Thr Pro Met Tyr Phe Phe Leu Cys Asn 



55 



60 



Leu Ser He Leu Asp He Leu Phe Thr Ser Val He Ser Pro Lys Val 
« 70 75 



65 



Leu Ala Asn Leu Gly Ser Arg Asp Lys Thr He Ser Phe Ala Gly Cys 



85 



90 



He Thr Gin Cys Tyr Phe Tyr Phe Phe Leu Gly Thr val Glu Phe Leu 



100 



105 



Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Ala Thr He Cys Cys Pro 
115 I 20 125 

Leu Arg Tyr Thr Thr He Met Arg Pro Ser Val Cys He Gly Thr Val 

130 135 
Val Phe Ser Tr P Val Gly Gly Phe Leu Ser Val Leu Phe Pro Thr lie 
145 155 

Leu lie Ser Gin Leu Pro Phe Cys Gly Ser Asn He He Asn His Phe 
165 1™ 175 

Phe Cys Asp Ser Gly Pro Leu Leu Ala Leu Ala Cys Ala Asp Thr Thr 

185 19U 



180 



Ala lie Glu Leu Met Asp Phe Met Leu Ser Ser Met Val He Leu Cys 



195 



200 



205 



Cys He 
210 



Val Leu Val Ala Tyr Ser Tyr Thr Tyr He He Leu Thr He 



215 



220 



Val Arg He Pro Ser Ala Ser Gly Arg Lys Lys Ala Phe Asn Thr Cys 



225 



230 



235 



Me Ser His Leu Thr lie Val He lie Ser Ser Gly lie Thr Val Phe 



245 



250 



lie Tyr Val Thr Pro Ser Gin Lys Glu Tyr Leu Glu He Asn Lys He 



260 



265 



180 



Pro Leu Val Leu Ser Ser Val Val 
275 280 

Tyr Thr Leu Arg Asn Asp Thr Val 
290 295 

Val Arg Val Arg Gly Val Phe Glu 
305 310 

Ser Arg Leu Ser Ser Asn Lys Asp 
325 

Pro Pro Cys Val Tyr Ser Val Lys 
340 



Thr Pro Phe Leu Asn Pro Phe lie 
285 

Gin Gly Val Leu Arg Asp Val Trp 
300 

Lys Arg Met Arg Ala Val Leu Arg 
315 320 

His Gin Gly Arg Ala Cys Ser Ser 
330 335 

Leu Gin Cys 
345 



<210> 187 
<211> 846 
<212> DNA 

<213> Homo sapiens 

<400> 187 

ccctccttgg gctccctaat gtacttcttc cttgcctact tgtcacttat ggatgccata 60 

tattccactg ccatgtcacc caaattgatg atagacttac tctgtgataa aatcgctatt 120 

tccttgtcag cttgcatggg tcagctcttc atagaacact tacttggtgg tgcagaggtc 180 

ttccttttgg tggtgatggc ctatgatcgc tatgtggcta tctctaagcc gctgcactat 240 

ttgaacatca tgaatcgact ggtttgcatc cttctgttgg tggtggccat gattggaggt 300 

tttgtgcact ctgtggttca aattgtcttt ctgtacagtc taccaatctg tggccccaat 360 

gttattgacc actctgtctg tgacatgtac ccattgttgg aactgttgtg cattgacacc 420 

tactttatag gactcactgt ggttgccaat ggtggaataa tttgtatggt catctttacc 480 

tttctgctaa tctcctgtgg agtcatccta aacttcctta aaacttacag tcaggaagag 540 

aggcataaag ccctgcctac ctgcatctcc cacatcattg tggttgccct cgtttttgtt 600 

ccctgtattt ttatgtatgt tagacccgtt tccaactttc cctttgataa attaatgact 660 

gtgttttatt caattatcac actcatgttg aatcctttaa tatactcgtt gagacaatca 720 

gagatgaaaa atgctatgaa aaatctctgg tgtgaaatgt taagtatagt tagaaaaaga 780 

gtatctccca cactgaacat atttattcct agttctaagg caacaaatag gcggtaaaat 840 
actgca 846 



<210> 188 
<211> 278 
<212> PRT 

<213> Homo sapiens 
<400> 188 

Pro Ser Leu Gly Ser Leu Met Tyr Phe Phe Leu Ala Tyr Leu Ser Leu 
15 10 15 



181 



Met 



Asp Ala lie Tyr Ser Thr Ala Met Ser Pro Lys Leu Met He Asp 
20 25 30 



Leu Leu Cys Asp Lys lie Ala He Ser Leu Ser Ala Cys Met Gly Gin 

40 45 



35 



Leu Phe lie Glu His Leu Leu Gly Gly Ala Glu Val Phe Leu Leu Val 

50 55 60 

Val Met Ala Tyr Asp Arg Tyr Val Ala lie Ser Lys Pro Leu His Tyr 

65 ™ 75 

Leu Asn He Met Asn Arg Leu Val Cys lie Leu Leu Leu Val Val Ala 

85 90 9 5 

Met lie Gly Gly Phe Val His Ser Val Val Gin lie Val Phe Leu Tyr 



100 



105 



Ser Leu Pro lie Cys Gly Pro Asn Val He Asp His Ser Val Cys Asp 

120 125 



115 

Met Tyr Pro 
130 



Leu Leu Glu Leu Leu Cys He Asp Thr Tyr Phe He Gly 



135 



140 



Leu 
145 



Thr Val Val Ala Asn Gly Gly He He Cys Met Val He Phe Thr 
150 155 160 



Phe Leu Leu 



lie Ser Cys Gly Val He Leu Asn Phe Leu Lys Thr Tyr 



165 



170 



175 



Ser Gin Glu Glu Arg His Lys Ala Leu Pro Thr Cys He Ser His He 



180 



185 



190 



lie Val Val Ala Leu Val Phe Val Pro Cys He Phe Met Tyr Val Arg 



195 



200 



205 



Pro Val Ser Asn Phe Pro Phe Asp Lys Leu Met Thr Val Phe Tyr Ser 



210 



215 



220 



lie lie Thr Leu Met Leu Asn Pro Leu He Tyr Ser Leu Arg Gin Ser 



225 



230 



235 



Glu Met Lys Asn Ala Met Lys Asn Leu Tr P Cys Glu Met Leu Ser He 



245 



250 



Val Arg Lys Arg Val Ser Pro Thr Leu Asn He Phe He Pro Ser Ser 

265 270 



260 



182 



Lys Ala Thr Asn Arg Arg 
275 



<210> 189 
<211> 957 
<212> DNA 
<213> Homo sapiens 

<400> 189 

gatggtgtgg gaaaaccaga ccttcaactc catcttcatc ctgctgggaa tcttcaatca 60 

cagtcccacc cacaccttcc ttttttctct ggtcctgggc atcttctcac tggcattgat 120 

ggaaaatatt tccatggttc tcctcatcta catagagaaa cagctccaca cccccatgta 180 

cttcctcctc agtcaactgt cccttatgga cctcatgctc atctgcacca ctctacccaa 240 

gatgatcttc agctacttgt ctgggaagaa atctatctct ctggcaggtt gtggaactca 300 

gatattcttc tatgtgtccc tgcttggagc tgaatgtttc ttgttggctg tcatggctta 360 

tgaccgctat gtggctatat gtcaccctct tcagtacacc atcctcatga atccgaaact 420 

ctgtgtcttc atgactgttg cttcctggac cttggggtct cttgatggga tcatagtgct 480 

tgcagctgtc ctgtcatttt cttactgcag ctctctggaa attcatcact ttttctgtga 540 

tgttgctgcc cttttacctc tatcctgcac agaaacatct gcatttgaaa gactacttgt 600 

catttgttgt gtggtaatgc taatctttcc agtttcagtt atcatacttt cctattccca 660 

tgtccttcga gccgtcatcc acatgggctc tggggaaagt cgtcgcaagg ccttcactac 720 

ctgctcctcc cacctgtctg tggtcggact ctactacggt gctgctatgt tcatgtacat 780 

gagaccagct tctaaacata cgccagacca ggacaagatg gtgtcggcct tctacactat 840 

tctcacccct atgctgaacc ctctcattta tagcctccgc aacaaagaag tgttcagggc 900 

actacagaag gtactgaaga aaagaaagtt aatatgacct tatcaaaatc tttttga 957 



<210> 190 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 190 

Met Val Trp Glu Asn Gin Thr Phe Asn Ser lie Phe lie Leu Leu Gly 
15 10 15 

lie Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Ser Leu Val Leu 
20 25 30 

Gly lie Phe Ser Leu Ala Leu Met Glu Asn lie Ser Met Val Leu Leu 
35 40 45 

lie Tyr He Glu Lys Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Leu Pro Lys 
65 70 75 80 



183 



Met 



85 90 



C ys Gly Thr Gin He Phe Phe Tyr Val Ser Leu Leu Gly Ala Glu Cys 
100 105 

Phe Leu Leu Ma Val Met Ala Tyr Asp Arc, Tyr Val Ma lie Cys His 

115 120 " 

Pro Leu Cln Tyr Thr He Leu Met Asn Pre Lys Leu Cys Val Phe Met 

130 " 5 140 

Thr val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He lie Val Leu 
145 150 155 

Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu lie His His 
165 170 

Phe Phe cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys Thr Glu Thr 

180 185 
ser Ala Phe Glu Ar g Leu Leu Val He Cys Cys Val Val Met Leu He 



195 



200 



ro Val Ser Val He He Leu Ser Tyr Ser His Val Leu Arg Ala 



Phe P 
210 

Val He His Met 
225 



215 



220 



Gly Ser Gly Glu Ser Arg Arg Lys Ala Phe Thr Thr 



230 



235 



Cys Ser Ser His Leu Ser Val Val Gly Leu Tyr Tyr Gly Ma Ma Met 

250 zo 



245 



7\i= q^r- t ue His Thr Pro Asp Gin Asp Lys 
Phe Met Tyr Met Arg Pro Ala Ser Lys His inr *> 

260 265 270 



Met Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Phe Arg Ala Leu Gin Lys Val 



290 



295 



Leu Lys Lys Arg Lys Leu He 



305 



310 



<210> 191 



184 



<211> 950 
<212> DNA 

<213> Homo sapiens 



<400> 191 

gcatattcat catggcatgg gagaatcaga ccttcaactc tgacttcctc ctcctgggaa 60 

tcttcaatca tagccccacc cacaccttcc tcttctttct ggtcctggcc atcttttcag 120 

tggccttcat gggaaactcc atcatggttc tcctcatcta cctggatacc cagctccaca 180 

cccccatgta cttcctcctc agccaactgt ccctcatgga cctcatgctc atctgcacca 240 

ctgtacccaa gatggccttc aactacttgt ctggcagcaa gtccatttct atggctggct 300 

gtgccacaca aattttcttc tatatatcat tgcttggctc cgaatgcttt ctgttggctg 360 

ttatgtctta tgaccgctac actgccattt gccaccctct aagatacacc aatctcatga 420 

gacccaaaat ttgtggactt atgactgcct tctcctggat cctgggctct acagatggaa 480 

tcattgatgc tgtagcgaca ttttccttct cctactgtgg gtctcgggaa atagcccact 540 

tctgctgtga cttcccttcc ctactaatcc tctcatgcaa tgacacatca atatttgaag 600 

aggttatttt catctgctgt atagtaatgc ttgttttccc tgttgcaatc atcatcactt 660 

cctatgctcg agttattctg gctgtcattc acatgggatc tggagaggga cgtcgcaaag 720 

cttttactac ttgttcctct cacctcatgg tggtgggaat gtactatgga gcaggtttgt 780 

tcatgtgcat tcagcccaca tctcatcatt ctcctatgca ggacaagatg gtgtctgtat 840 

tctacaccat cgtcactccc atgctgaatc ctctcattta tagcctccgc aacaaggaag 900 

tgaccagagc attaatgaaa atcttaggaa agggcaagtc tggagattga 950 



<210> 192 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 192 

Met Ala Trp Glu Asn Gin Thr Phe Asn Ser Asp Phe Leu Leu Leu Gly 
15 10 15 

lie Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 
20 25 30 

Ala He Phe Ser Val Ala Phe Met Gly Asn Ser He Met Val Leu Leu 
35 40 45 

He Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Val Pro Lys 
65 70 75 80 

Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser He Ser Met Ala Gly 
85 90 95 

Cys Ala Thr Gin He Phe Phe Tyr He Ser Leu Leu Gly Ser Glu Cys 



185 



100 



105 



110 



Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Thr Ala He Cys His 



115 



120 



125 



Pro Leu Arg Tyr Thr Asn Leu Met Arg Pro Lys lie Cys Gly Leu Met 



130 



135 



140 



Thr Ala Phe Ser Trp lie Leu Gly Ser Thr Asp Gly He lie Asp Ala 
145 150 155 

Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 



165 



Phe Cys Cys Asp Phe Pro Ser Leu Leu lie Leu Ser Cys Asn Asp Thr 
180 185 I 90 



Ser lie Phe Glu Glu Val He Phe He Cys Cys He Val Met Leu Val 



195 



200 



205 



Phe Pro Val Ala He He He Thr Ser Tyr Ala Arg Val He Leu Ala 



210 

Val He 
225 



215 



220 



His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 



230 



235 



240 



Cys Ser Ser His Leu Met Val Val Gly Met Tyr Tyr Gly Ala Gly Leu 



245 



250 



Phe Met Cys He Gin Pro Thr Ser His His Ser Pro Met Gin Asp Lys 
260 265 270 

Val Phe Tyr Thr He Val Thr Pro Met Leu Asn Pro Leu 



Met Val Ser 
275 



280 



285 



lie Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Leu Met Lys He 



290 



295 



300 



Leu Gly Lys Gly Lys Ser Gly Asp 
305 310 



<210> 193 
<211> 977 
<212> DNA 
<213> Homo sapiens 

<400> 193 



186 



gggaaattat ggagatgaga aatactaccc cagattttat tctcctagga ctctttaacc 60 

acaccagagc ccaccaagtc ctcttcatga tgcttctggc caccgttttg acctccctgt 120 

ttagcaatgc cctcatgatt ctcctgattc actgggacca ccggctccac aggcccatgt 180 

acttcctcct gagccaactt tccctcatgg acatgatgct ggtttccacc actgtgccca 240 

aaatggcggc tgactacttg accggaaata aggccatctc ccgcgctggc tgtggtgtgc 300 

agatcttctt cctccccaca ctgggtggtg gagagtgctt cctcttagca gccatggcct 360 

atgaccgcta tgcggctgtc tgccacccac tccgatatcc cactctcatg agctggcagc 420 

tgtgcctgag gatgaccatg tcgtcctggc tcctgggtgc agctgacggc ctcctgcagg 480 

ctgttgctac cctgagcttc ccatattgcg gtgcacacga gatcgatcac ttcttctgcg 540 

aggcccccgt gttggtgcgt ttggcttgtg ctgacacttc agtcttcgaa aacgccatgt 600 

acatctgctg tgtgttaatg ctcctggtcc ccttttccct catcctgtcc tcctatggtc 660 

tcatcctcgc tgctgttctg ctcatgcgct ctacagaagc ccgcaagaag gcctttgcca 720 

cctgctcttc acatgtggct gtggtgggac tcttttatgg agctgccatt tttacctata 780 

tgagacccaa atcccatagg tccactaacc atgacaaggt tgtgtcagcc ttctatacta 840 

tgttcacccc tttactaaac cccctcatct acagtgtgaa gaacagtgag gtgaagggag 900 

ccctgaaacg gtggctgggg acgtgtgtaa acataaaaca ccagcaaaat gaggcccaca 960 

ggtcaagatg atctaat 977 



<210> 194 
<2U> 320 
<212> PRT 

<213> Homo sapiens 
<400> 194 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe lie Leu Leu Gly Leu Phe 
15 10 15 

Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Leu Leu Ala Thr 
20 25 30 

Val Leu Thr Ser Leu Phe Ser Asn Ala Leu Met lie Leu Leu lie His 
35 40 45 

Trp Asp His Arg Leu His Arg Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 

Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 

Ala Asp Tyr Leu Thr Gly Asn Lys Ala lie Ser Arg Ala Gly Cys Gly 
85 90 95 

Val Gin lie Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 
100 105 110 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 



187 



Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Thr Met 
130 135 140 



Ser Ser Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Ala 
145 150 155 160 

Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu lie Asp His Phe Phe 
165 170 175 

Cys Glu Ala Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 

Phe Glu Asn Ala Met Tyr lie Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 

Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu lie Leu Ala Ala Val Leu 
210 215 220 

Leu Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 

Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala He Phe Thr 
245 250 255 

Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 

Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu He Tyr 
275 280 285 

Ser Val Lys Asn Ser Glu Val Lys Gly Ala Leu Lys Arg Trp Leu Gly 
290 295 300 

Thr Cys Val Asn He Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 
305 310 315 320 



<210> 195 
<211> 884 
<212> DNA 
<213> Homo sapiens 

<400> 195 

cactggagat tctcctctgt ggacttttct ctgccttcta tacactcacc ctgctgggga 



188 



atggggtcat ctttgggatt atctgcctgg actgtaagct tcacacaccc atgtacttct 120 

tcctctcaca cctggccatt gttgacatat cctatgcttc caactatgtc cccaagatgc 180 

tgacgaatct tatgaaccag gaaagcacca tctccttttt tccatgcata atgcagacat 240 

tcttgtattt ggcttttgct cacgtagagt gtctgatttt ggtggtgatg tcctatgatc 300 

gctatgcgga catctgccac cccttacgtt acaatagcct catgagctgg agagtgtgca 360 

ctgtcctggc tgtggcttcc tgggtgttca gcttcctcct ggctctggtc cctttagttc 420 

tcatcctgag cctgcccttc tgcgggcctc atgaaatcaa ccacttcttc tgtgaaatcc 480 

tgtctgtcct caagttggcc tgtgctgaca cctggctcaa ccaggtggtc atctttgcag 540 

cctgcgtgtt catcctggtg gggccactct gcctggtgct ggtctcctac ttgcgcatcc 600 

tggccgccat cttgaggatc cagtctgggg agggccgcag aaaggccttc tccacctgct 660 

cctcccacct ttgcgtggtg ggactcttct ttggcagcgc cattgtcacg tacatggccc 720 

ccaagtcccg ccatcctgag gagcagcaga aagttctttc cctgttttac agccttttca 780 

atccaatgct gaaccccctg atatatagcc taaggaatgc agaggtcaag ggcgccctga 840 

ggagggcact gaggaaggag aggctgacgt gagacatctc aaag 884 



<210> 196 
<211> 289 
<212> PRT 

<213> Homo sapiens 
<400> 196 

Leu Glu lie Leu Leu Cys Gly Leu Phe Ser Ala Phe Tyr Thr Leu Thr 
15 10 15 

Leu Leu Gly Asn Gly Val He Phe Gly He He Cys Leu Asp Cys Lys 
20 25 30 

Leu His Thr Pro Met Tyr Phe Phe Leu Ser His Leu Ala He Val Asp 
35 40 45 

He Ser Tyr Ala Ser Asn Tyr Val Pro Lys Met Leu Thr Asn Leu Met 
50 55 60 

Asn Gin Glu Ser Thr He Ser Phe Phe Pro Cys He Met Gin Thr Phe 
65 70 75 80 

Leu Tyr Leu Ala Phe Ala His Val Glu Cys Leu He Leu Val Val Met 
85 90 95 

Ser Tyr Asp Arg Tyr Ala Asp He Cys His Pro Leu Arg Tyr Asn Ser 
100 105 110 

Leu Met Ser Trp Arg Val Cys Thr Val Leu Ala Val Ala Ser Trp Val 
115 120 125 

Phe Ser Phe Leu Leu Ala Leu Val Pro Leu Val Leu He Leu Ser Leu 
130 135 140 



189 



Pro Phe Cys Gly Pro His Glu lie Asn His Phe Phe Cys Glu lie Leu 
145 150 155 160 



Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu Asn Gin Val Val 
165 170 175 

He Phe Ala Ala Cys Val Phe He Leu Val Gly Pro Leu Cys Leu Val 
180 185 190 

Leu Val Ser Tyr Leu Arg He Leu Ala Ala He Leu Arg He Gin Ser 
195 200 205 

Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser Ser His Leu Cys 
210 215 220 

Val Val Gly Leu Phe Phe Gly Ser Ala He Val Thr Tyr Met Ala Pro 
225 230 235 240 

Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu Ser Leu Phe Tyr 
245 250 255 

Ser Leu Phe Asn Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn 
260 265 270 

Ala Glu Val Lys Gly Ala Leu Arg Arg Ala Leu Arg Lys Glu Arg Leu 
275 280 285 

Thr 



<210> 197 
<211> 957 
<212> DNA 
<213> Homo sapiens 

<400> 197 

gatggtgtgg gaaaaccaga ccttcaactc catcttcatc ctgctgggaa tcttcaatca 60 
cagtcccacc cacaccttcc ttttttctct ggtcctgggc atcttctcac tggcattgat 120 
ggaaaatatt tccatggttc tcctcatcta catagagaaa cagctccaca cccccatgta 180 
cttcctcctc agtcaactgt cccttatgga cctcatgctc atctgcacca ctctacccaa 240 
gatgatcttc agctacttgt ctgggaagaa atctatctct ctggcaggtt gtggaactca 300 
gatattcttc tatgtgtccc tgcttggagc tgaatgtttc ttgttggctg tcatggctta 360 
tgaccgctat gtggctatat gtcaccctct tcagtacacc atcctcatga atccgaaact 420 
ctgtgtcttc atgactgttg cttcctggac cttggggtct cttgatggga tcatagtgct 480 
tgcagctgtc ctgtcatttt cttactgcag ctctctggaa attcatcatt ttttctgtga 540 
tgttgctgcc cttttacctc tatcccgcac agaaacatct gcatttgaaa gactacttgt 600 



190 



catttgttgt gtggtaatgc taatctttcc agtttcagtt atcatacttt cctattccca 660 

tgtccttcga gccgtcatcc acatgggctc tggggaaagt cgtcgcaagg ccttcactac 720 

ctgctcctcc cacctgtctg tggtcggact ctactacggt gctgctatgt tcatgtacat 780 

gagaccagct tctaaacata cgccagacca ggacaagatg gtgtcggcct tctacactat 840 

tctcacccct atgctgaacc ctctcattta tagcctccgc aacaaagaag tgttcagggc 900 

actacagaag gtactgaaga aaagaaagtt aatatgacct tatcaaaatc tttttga 957 



<210> 198 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 198 

Met Val Trp Glu Asn Gin Thr Phe Asn Ser lie Phe lie Leu Leu Gly 
15 10 15 

lie Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Ser Leu Val Leu 
20 25 30 

Gly lie Phe Ser Leu Ala Leu Met Glu Asn lie Ser Met Val Leu Leu 
35 40 45 

He Tyr He Glu Lys Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Leu Pro Lys 
65 70 75 80 

Met He Phe Ser Tyr Leu Ser Gly Lys Lys Ser He Ser Leu Ala Gly 
85 90 95 

Cys Gly Thr Gin He Phe Phe Tyr Val Ser Leu Leu Gly Ala Glu Cys 
100 105 110 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Gin Tyr Thr He Leu Met Asn Pro Lys Leu Cys Val Phe Met 
130 135 140 

Thr Val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He He Val Leu 
145 150 155 160 

Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu He His His 
165 170 175 

Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Arg Thr Glu Thr 



191 



180 



185 



190 



Ser Ala Phe Glu 
195 

Phe Pro Val Ser 
210 

Val lie His Met 
225 

Cys Ser Ser His 



Phe Met Tyr Met 

260 

Met Val Ser Ala 
275 

lie Tyr Ser Leu 
290 

Leu Lys Lys Arg 
305 



Arg Leu Leu Val 
200 

Val lie He Leu 
215 

Gly Ser Gly Glu 
230 

Leu Ser Val Val 
245 

Arg Pro Ala Ser 



Phe Tyr Thr He 
280 

Arg Asn Lys Glu 
295 

Lys Leu He 
310 



He Cys Cys Val 



Ser Tyr Ser His 
220 

Ser Arg Arg Lys 
235 

Gly Leu Tyr Tyr 
250 

Lys His Thr Pro 
265 

Leu Thr Pro Met 



Val Phe Arg Ala 
300 



Val Met Leu He 
205 

Val Leu Arg Ala 



Ala Phe Thr Thr 
240 

Gly Ala Ala Met 
255 

Asp Gin Asp Lys 
270 

Leu Asn Pro Leu 
285 

Leu Gin Lys Val 



<210> 199 
<211> 937 
<212> DNA 
<213> Homo sapiens 

<400> 199 

ttaatggctg tggaaaatga ctcttcaggg acaagagttt attcttttgg gattaacaga 60 

ccagcctgag atccaattgc ccctgttttt cctgttcttg gtgaactata tgaccaccat 120 

ggtgggcaac ttgagtttaa ttaatctaat ttgcctgaat tcacaccttc acactcccat 180 

gtattttttc cttttcaatc tgtccttcat tgatctctgt tattcatttg tctttacccc 240 

caaaatgctg atgagcttta tttcagagag gaacatcatc tcctttccag gatgcataac 300 

tcagctcttt ttcttctgct tttttgtcca ctctgagtgc tatgtgctga cagccatggc 360 

ctatgatcgc tatgtggcca tctgcaaacc ccttctgtac atggtcacca cgtcccctca 420 

gatctgttct ctactgatgc ttggttcata tgtgatgggg tttgctgggg ccatggtcca 480 

cacagagtgt atgatgaagc tcatcttttg tgactccaac gtcatcaacc attacatgtg 540 

tgacatcttc ccactgctcc agctctcctg cagcagcacc caggccaatg agctggtgat 600 

gtctgttatt gtaggcacag ttgttatagt atcaagcctc attatcttaa tctcttatgc 660 

tttgattctt ttcaatatcc ttcacatgtc ctcagccgag ggttggttca aagccatcgg 720 

tacctgtggc tcccacataa taactgttgg cctattctat gaatttgggc tgatcactca 780 

tgttaagtta tcatctgatt ggtatatggg tcaggggaag tttctctcag tgttttacac 840 

gaatgtggta cccatgctga accccctcat ttatagcctc aggaacaagg atgtcaaact 900 



192 



tgctctaaag gaaaccctaa ataaaattac aaactga 937 



<210> 200 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 200 

Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe lie Leu Ala Gly 
15 10 15 

Leu Thr Asp His Pro Glu Phe Gin Gin Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val Val Tyr He Val Thr Met Val Gly Asn Leu Gly Leu He He Leu 
35 40 45 

Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe Val Ser Lys Lys Asn He He Ser Tyr Val Gly 
85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Leu Phe Phe Val He Ser Glu Cys 
100 105 110 

Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser Met Leu 
130 135 140 

Thr Phe Ala Ala Tyr He Met Gly Leu Ala Gly Ala Thr Ala His Thr 
145 150 155 160 

Gly Cys Met Leu Arg Leu Thr Phe Cys Ser Ala Asn He He Asn His 
165 170 175 

Tyr Leu Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 
180 185 190 

Tyr Val Asn Glu Val Val Val Leu He Val Val Gly He Asn He Met 
195 200 205 



193 



Val Pro Ser Cys Thr 
210 

lie Leu His lie Lys 
225 

Cys Ser Ser His Val 
245 

Phe Met Tyr He Lys 
260 

Ser Ser Val Phe Tyr 
275 

Tyr Ser Leu Arg Asn 
290 

He Lys He Gin Arg 
305 



He Leu lie Ser Tyr 
215 

Ser Thr Gin Gly Arg 
230 

He Ala Leu Ser Leu 
250 

Tyr Ser Ser Gly Ser 
265 

Thr Asn Val Val Pro 
280 

Lys Asp Val Lys Val 
2 95 

Arg Asn He Phe 
310 



Val Phe He Val Thr Ser 
220 

Ser Lys Ala Phe Ser Thr 
235 240 

Phe Phe Gly Ser Ala Ala 
255 

Met Glu Gin Gly Lys Val 
270 

Met Leu Asn Pro Leu lie 
285 

Ala Leu Arg Lys Ala Leu 
300 



<210> 201 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 201 

tgtacttctt cctgtgcaag ct 



<210> 202 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 202 

ttttcccttc tgtgagttcc ccta 



194 



<210> 203 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 203 

cctgaaagat agcacagcat ct 

<210> 204 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 204 

ggagggtctg gagactattc tg 

<210> 205 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 205 

acatcttcac ccttatgggg aacctg 

<210> 206 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 206 

agacaatagc cagcaagatg ag 



22 



<210> 207 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 207 

tgtacttctt cctgtgcaag ct 22 



<210> 208 
<2li> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 208 

ttttcccttc tgtgagttcc ccta 24 



<210> 209 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 209 

cctgaaagat agcacagcat ct 22 



<210> 210 
<211> 20 
<212> DNA 
<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 210 

ttctgctgct gctttatgct 



<210> 211 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 211 

cctgggcaac atcctcatcc tcttta 



<210> 212 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 212 

gcaagctctg ctcttccttt 



<210> 213 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 213 

tgtctctttg tacctccaat gc 



<210> 214 
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<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 214 

cccaattatc tattccatca agactaagga 

<210> 215 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 215 

cttgtgtagt ctcctgcgaa tc 

<210> 216 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 216 

ctttctgaaa tctggccagt tt 

<210> 217 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 217 
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tgccactttt cagcttactt tctgca 

<210> 218 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 218 

caattgtcct cggtcacaat aa 

<210> 219 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 219 

ggcagaagaa tcagacctct ct 

<210> 220 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 220 

acttcatcct tgaggggctc ttcgat 

<210> 221 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 221 

gagaaaagga aaaggtgggt aa 



<210> 222 
<211> 20 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 222 

ctcatctggg agcaagagaa 



<210> 223 
<211> 23 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 223 

acttgtggct cccacctcac ggt 



<210> 224 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 224 

aggcaccaaa ccaaagaga 



<210> 225 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 225 

gaggagaatg ctgctgatgt ac 

<210> 226 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 226 

tggtctcata cacagtgatg tcgcca 

<210> 227 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 227 

ccagctgttg tgaagttggt at 

<210> 228 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 228 

gaggagaatg ctgctgatgt ac 



201 



<210> 229 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 229 

tggtctcata cacagtgatg tcgcca 



<210> 230 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 230 

ccagctgttg tgaagttggt at 



<210> 231 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Sequence 

<400> 231 

atggaaagac tgcattcagg ta 



<210> 232 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 



202 



Sequence 
<400> 232 

ttaaaacccg ccataaccag ttccct 



<210> 233 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 



Sequence 
<400> 233 

tagaacacag aggccacatt ct 



<210> 234 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 234 

atacaaatgt ggttcccatg tt 



<210> 235 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: PCR Primer 



Sequence 
<400> 235 

ccccttaatc tacagcctga ggaaca 



<210> 236 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 236 

ggcttttctt agggcaaatt ta 

<210> 237 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 237 

atacaaatgt ggttcccatg tt 

<210> 238 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 238 

ccccttaatc tacagcctga ggaaca 

<210> 239 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 239 

ggcttttctt agggcaaatt ta 



204 



<210> 240 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 240 

ggtgcatgac tcagctgttt 20 

<210> 241 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 241 

tcatctctga atgttacatg ttgacctca 29 

<210> 242 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 242 

gccacatagc gatcatatgc 20 

<210> 243 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 243 

tctcacctcc acacaccaat 

<210> 244 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 244 

ttcctcttca atctctcctt cattga 

<210> 245 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 245 

gcattttggg agtgaaaaca 

<210> 246 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 246 

ttttgcaaag tcaatgtcct tt 

<210> 247 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



20 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



20 



Sequence: PCR Primer 



22 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 247 

attcttactg cttccaccct gatgcg 



<210> 248 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Sequence 

<400> 248 

agctgttcat ccttgaatca ga 



<210> 249 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 249 

gattccaggt ttagaggaaa gc 



<210> 250 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 250 

cctgggcatc ctttacctcc ttgctt 
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<210> 251 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 251 

agaatggtaa cattgcccac ta 

<210> 252 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 252 

tggctgacct tatcctgtct ac 

<210> 253 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 253 

actgtgccca aggccctagc catatt 

<210> 254 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



208 



<400> 254 

atattgctcc agcatagaac ca 



22 



<210> 255 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 255 

aagaagatcc cttccacaga ag 22 



<210> 256 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 256 

tatttgcctt ccacacttgc tggttg 26 



<210> 257 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 257 

caatgaatcc agtggaaaga aa 22 



<210> 258 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



209 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 258 

aagaagatcc cttccacaga ag 



<210> 259 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 259 

tatttgcctt ccacacttgc tggttg 



<210> 260 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 260 

caatgaatcc agtggaaaga aa 



<210> 261 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 261 

agtcctcagc ttcacacagc ta 



<210> 262 



210 



<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 262 

ttttctcagc cacgtagctt ttgttt 

<210> 263 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 263 

aggggtgata gaggaggtgt ag 

<210> 264 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 264 

cgttatcact ttccgtctga ct 

<210> 265 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 265 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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ccatttctat tgtgatgacc tcccct 



<210> 266 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 266 

gtctgagcag gacagagcta ag 

<210> 267 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 267 

tgctggcttt gatatgatct ct 

<210> 268 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 268 

cctcttccat tgtcctcacc tcctaca 

<210> 269 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 



212 



<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 269 

tagagcggat ccttaggata gc 

<210> 270 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 270 

aattgctcaa actatcctgc aa 

<210> 271 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 271 

tcacggagtt tatcctcttc ttaatggctg 

<210> 272 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 272 

agggatcaaa gaaccaaaga ga 

<210> 273 
<211> 22 



213 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 273 

atgggaaaca ccatcatcat ag 

<210> 274 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 274 

tggtcatagc tgacacccac ctacat 

<210> 275 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 275 

aattgcccag gaagaagtac at 

<210> 276 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 276 

catagctgac acccacctac at 



<210> 277 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 277 

cacccatgta cttcttcctg ggcaat 

<210> 278 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 278 

actgcagtca tggttaccaa ga 

<210> 279 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 279 

gtctcacctc acactggtct tc 

<210> 280 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



Sequence 



<400> 280 

catctttctg tatgtcaggc ctggca 

<210> 281 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 281 

ctgacttgca cagagtgagc tt 

<210> 282 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 282 

catagctgac acccacctac at 

<210> 283 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 283 

cacccatgta cttcttcctg ggcaat 

<210> 284 
<211> 22 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 284 

ctgcagtcat ggttaccaag at 

<210> 285 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 285 

catagctgac acccacctac at 

<210> 286 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 286 

cacccatgta cttcttcctg ggcaat 

<210> 287 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 287 

ctgcagtcat ggttaccaag at 
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<210> 288 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 288 

acacacaggc caccaactta ta 

<210> 289 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 289 

ctttcactgg ccatctcagg tatgga 

<210> 290 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 290 

gtccatagga gccagtgata cc 

<210> 291 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 291 

acacaggcca ccaacttata tg 



<210> 292 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 292 

ctttcactgg ccatctcagg tatgga 

<210> 293 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 293 

gagtccatag gagccagtga ta 

<210> 294 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 294 

cccagtcata ttcttgctga ag 

<210> 295 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 295 

ctgcccttct gcctaaccaa cattgt 

<210> 296 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 296 

ctaaacgagc cactccaata tg 

<210> 297 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 297 

ccacctctgt gtcatcctta tg 

<210> 298 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 298 

tccatccttc tttaccttat tgaccca 



220 



<210> 299 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 299 

aggaatatta cgcccaaaat ga 

<210> 300 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 300 

ccacctctgt gtcatcctta tg 

<210> 301 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 301 

tccatccttc tttaccttat tgaccca 

<210> 302 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 302 

aggaatatta cgcccaaaat ga 



<210> 303 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 303 

cccagtcata ttcttgctga ag 



<210> 304 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 304 

ctgcccttct gcctaaccaa cattgt 



<210> 305 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 305 

gctaaacgag ccactccaat at 



<210> 306 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



222 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 306 

cccagtcata ttcttgctga ag 

<210> 307 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 307 

ctgcccttct gcctaaccaa cattgt 



<210> 308 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 308 

ctaaacgagc cactccaata tg 

<210> 309 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 309 

cccagtcata ttcttgctga ag 
<210> 310 



223 



<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 310 

ctgcccttct gcctaaccaa cattgt 

<210> 311 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 311 

ctaaacgagc cactccaata tg 

<210> 312 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 312 

tgtactactt cttggccatg ct 

<210> 313 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 313 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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tagtacaatc cctaaagccc tctgca 



<210> 314 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 314 

tccttgagat gaaaccagaa ga 

<210> 315 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 315 

gtgctgagaa atggcttatt tg 

<210> 316 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 316 

cactccagtg cctgtgcttg cag 

<210> 317 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Prxmer 
Sequence 

<400> 317 

tcaatttcat tcttggagca at 



<210> 318 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 318 

tcccacctca tcttaatcct tt 



<210> 319 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Sequence 

<400> 319 

cacagtcatc attgtgattt ccattactcg 



<210> 320 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 320 

tggaataagg ggaactctca tt 



<210> 321 
<211> 22 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 321 

tatttcatcc tgctgggatt ct 

<210> 322 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 322 

tcccaggatc ataaaagtgc tcttca 

<210> 323 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 323 

tccaggccag agatgtaatg ta 

<210> 324 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 324 

tgaacctcat ggctgagaat aa 
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<210> 325 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 325 

atttcttttc atggatgtgc tgccca 26 



<210> 326 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 326 

ggaaggagcc aaagaagtag aa 22 



<210> 327 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 327 

atccagtgtc atcaaccact tc 22 



<210> 328 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
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Sequence 
<400> 328 

cgccgctcat taagctttct tgttct 

<210> 329 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 329 

gatatgaaca tggcatgctc tt 

<210> 330 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 330 

ctgcatctct gaagacaaaa gc 

<210> 331 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 331 

tggctgcctg tgtcagttct tcttct 

<210> 332 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 332 

gccagtaagc agcactcact at 

<210> 333 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 333 

ccttctggat ctctggtatt cc 

<210> 334 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 334 

atccccgata tcctgctgac ttgcat 

<210> 335 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 335 

ggagatggtt ttgtcatcag aa 
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<210> 336 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 336 

qacaaaatgg catctgtgtt ct 

<210> 337 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 337 

agtcattccc atgttgaatc cactgg 

<210> 338 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 338 

tctttgttcc tcaggctgta ga 

<210> 339 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<400> 339 

gacaaaatgg catctgtgtt ct 



<210> 340 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 340 

agtcattccc atgttgaatc cactgg 



<210> 341 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 341 

tctttgttcc tcaggctgta ga 



<210> 342 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 342 

tgatcctgat ggactcttgt ct 



<210> 343 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 343 

ttcctcagta acctgtctct ggtgga 

<210> 344 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 344 

agtgacagct gaggagtatc ca 

<210> 345 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 345 

gacaaaatgg catctgtgtt ct 

<210> 346 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 346 

ctatgatcat ccccatgctg aaccct 
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<210> 347 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 347 

tgaatgcatt ctggacttct ct 

<210> 348 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 348 

ggaaagtgtc ctccctgttc ta 

<210> 349 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 349 

ccataatagt ccccgtgtta aaccca 

<210> 350 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 350 

ctttgacatc cttgttcctc aa 



<210> 351 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Pri 
Sequence 

<400> 351 

ggaaagtgtc ctccctgttc ta 



<210> 352 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 352 

ccataatagt ccccgtgtta aaccca 



<210> 353 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 353 

ctttgacatc cttgttcctc aa 



<210> 354 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 354 

cctctccagc attctacaca ac 

<210> 355 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 355 

tctacagaag gcaggtccaa agcctt 

<210> 356 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 356 

caattatgtg ggaactgcaa gt 

<210> 357 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 357 

ctcaatgtcc tctcgtttct tg 
<210> 358 
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<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
Sequence 

<400> 358 

ttctgtggtc acacctaagc tcttgg 

<210> 359 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 359 

cttgtcagag accaggaagt tg 

<210> 360 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 360 

catcattcct agtggcatca ct 

<210> 361 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 361 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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tgactccctc ccagaaagaa tatctgg 



<210> 362 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 362 

accaaaggga tcttgttgat ct 

<210> 363 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 363 

catcattcct agtggcatca ct 

<210> 364 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 364 

tgactccctc ccagaaagaa tatctgg 

<210> 365 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 365 

accaaaggga tcttgttgat ct 

<210> 366 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 366 

gtgggttcat atgcctgtta aa 

<210> 367 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 367 

tcttgctcct ggtctcctat atg.gtca 

<210> 368 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 368 

gctgtgggtc cttaaggagt ac 

<210> 369 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 369 

actacgtgcc acctgtctgt at 22 



<210> 370 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 370 

ctacctgcag cctcgctcca gtgag 25 



<210> 371 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 371 

agcattggag ttacgattgt gt 22 



<210> 372 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 372 

cctgtacaca gtcatggcct at 22 



240 



<210> 373 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 373 

atctgtcaac ccctgcacta cccagt 26 



<210> 374 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 374 

atttctgcac acatccttct gt 22 



<210> 375 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 375 

atcttcctcg agtcaccaaa ct 22 



<210> 376 
<211> 26 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
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Sequence 
<400> 376 

tgcctgcctg gactcttaca tcattg 26 



<210> 377 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 377 

agtgcttagg gaaagaattc ca 22 



<210> 378 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 378 

atcttcctcg agtcaccaaa ct 22 



<210> 379 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 379 

tgcctgcctg gactcttaca tcattg 26 



<210> 380 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 380 

agtgcttagg gaaagaattc ca 22 



<210> 381 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 381 

atcttcctcg agtcaccaaa ct 22 



<210> 382 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 382 

tgcctgcctg gactcttaca tcattg 26 



<210> 383 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<<300> 383 

agtgcttagg gaaagaattc ca 22 



243 



<210> 384 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 384 

tgtgcttaag gttccttctt ca 

<210> 385 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 385 

atggcaaaag gccatctcta cctgtg 

<210> 386 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 386 

atggctccat agaacagaga ca 

<210> 387 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 387 

ggctacttgt acaatggaat gg 

<210> 388 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 388 

caagccacag aaccaacgat aatgca 

<210> 389 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 389 

tcaaccatca tgaaccctag ag 

<210> 390 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 390 

gatgctcaac ttctggtctt tg 

<210> 391 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 391 

catcctccct ggaaatttcc tcatca 



<210> 392 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 392 

cagggtctga ctttatggtg aa 



<210> 393 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 393 

gatgctcaac ttctggtctt tg 



<210> 394 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 394 

catcctccct ggaaatttcc tcatca 
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<210> 395 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 395 

cagggtctga ctttatggtg aa 

<210> 396 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 396 

gatgctcaac ttctggtctt tg 

<210> 397 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 397 

catcctccct ggaaatttcc tcatca 

<210> 398 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 



<400> 398 

cagggtctga ctttatggtg aa 

<210> 399 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 399 

acggagaccc atgtatttct tc 

<210> 400 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 400 

cacacttgtc ctgccttgaa atctgg 

<210> 401 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 401 

tcttgggcac tgtaacagaa gt 

<210> 402 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 402 

cttctacacc ctggtgatac ca 

<210> 403 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 403 

tgctgaaccc tctaatctac agcctca 

<210> 404 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 404 

ttagtgcatc cttcacgttc tt 

<210> 405 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 405 

gctcttctcc ctctcaattg tt 
<210> 406 
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<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 406 

catgtttatt ctagtggcca ttctcaga 

<210> 407 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 407 

tgtacctccc tttccttgag tt 

<210> 408 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 408 

cagcttcaca ctcccatgta tt 

<210> 409 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 409 



Sequence: PCR Primer 



28 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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tccttactca cttgtcattt attgacctca 



30 



<210> 410 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 410 

ttcgctaagg ttttaggtgt ga 22 



<210> 411 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 411 

gttgtgttgg tcattgagga tt 22 



<210> 412 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 412 

cctggctcca caaccccatg tattat 26 



<210> 413 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 413 

agcaagcatc caagaatgat aa 

<210> 414 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 414 

ggctgaacac accaatgtat tt 

<210> 415 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 415 

ttcctaggca atctctcctt cattga 

<210> 416 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 416 

catagccttg ggttcaataa ca 

<210> 417 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 417 

acaggcaacc attcagatgt aa 22 



<210> 418 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 418 

agggtccgcc cagagttcta cattct 26 



<210> 419 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 419 

tagatcagca ggaacaggaa ga 22 



<210> 420 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 420 

gggtaggact cagcacagtg ta 22 
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<210> 421 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR 
Sequence 

<400> 421 

caacttgctc ttccctgcgc tgtag 



<210> 422 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 422 

cgctgtcttc tacgcctaca ta 



<210> 423 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Pri 
Sequence 

<400> 423 

agacgttggt aaccgagttc at 



<210> 424 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



254 



Sequence 
<400> 424 

agcacccaga ataccgggtg ttctta 26 



<210> 425 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 425 

cccagagtag aggaagagga aa 22 



<210> 426 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 426 

gggaagttcc ttaccctttt ct 22 



<210> 427 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 427 

ccccatgtta aaccctgtca tctataca 28 



<210> 428 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 428 

tcagtgcacc ttttacatcc tt 22 



<210> 429 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 429 

agcatgtcct ctttgtgttt gt 22 



<210> 430 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 430 

ccttgtgacc ttagtgggca acatca 26 



<210> 431 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 431 

ccaggtggga gatcaagata at 22 
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<210> 432 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 432 

cagctcctcc tcctagtgtt tt 

<210> 433 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 433 

cctctgtgct ctatgtggca agcatt 

<210> 434 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 434 

tggtcacaga aaacacaatg ag 

<210> 435 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<400> 435 

tttgatgcag ttctcactcc tt 

<210> 436 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 436 

tctgaatcca gttgtctata cattcagga 

<210> 437 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 437 

tattgctgcc ttcatctcct ta 

<210> 438 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 438 

tttgatgcag ttctcactcc tt 

<210> 439 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 439 

tctgaatcca gttgtctata cattcagga 29 



<210> 440 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 440 

tattgctgcc ttcatctcct ta 22 



<210> 441 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 441 

atagtgggag agtgggtgag tt 22 



<210> 442 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 442 

cctgctcctg cgccactaca ggta 24 
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<210> 443 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 443 

cagcaaaagg gcaaacaata g 

<210> 444 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 444 

gtgaatttgt tctcgtgagc tt 

<210> 445 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 445 

ccctgtccac tgagcttcag gctcta 

<210> 446 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 



Sequence: PCR Primer 



21 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 
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<400> 446 

tggtcaagaa aaggagaaac ag 



22 



<210> 447 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 447 

atttgttctc gtgagcttct ca 22 



<210> 448 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 448 

ccctgtccac tgagcttcag gctcta 26 



<210> 449 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 449 

cattgcccat taaagtaacc aa 22 



<210> 450 
<211> 22 
<212> DNA 
<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 450 

ccatgtactt cttcctctcc aa 

<210> 451 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 451 

tcagttttgt gtctaccact gtcccg 

<210> 452 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 452 

tctggatatt caccagcatc tt 

<210> 453 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 453 

agggaatgag acacaaattt ca 
<210> 454 
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<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 454 

acaagaattg cagcccttcc tctttg 

<210> 455 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 455 

caggtacatg gacaggaaca g 

<210> 456 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 456 

tggcttcagt gatgtacact gt 

<210> 457 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 457 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



21 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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cccatgctga accccttcat ctacag 



<210> 458 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Pri 
Sequence 

<400> 458 

cactttgaat gtccttgttc ct 



<210> 459 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 459 

tcattgacca tttcatctgt ga 



<210> 460 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 460 

ccctctgcta aaactctcct gcactga 



<210> 461 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial 
Sequence 

<400> 461 

caaagagtcc aaagacgtga gt 

<210> 462 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 462 

attccattgc tcttccaact ct 

<210> 463 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 463 

cctgttccaa cacccaacac agtaaga 

<210> 464 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 464 

ttgctccaga aaggacagta aa 

<210> 465 
<211> 20 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



27 



Sequence: PCR Primer 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
Sequence 

<400> 465 

ttgggcttct cagaatttcc 

<210> 466 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 466 

cctgttcctg gtcttcctga ccatct 

<210> 467 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 467 

ttccccatca cagtgattgt 

<210> 468 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 468 

gctattcttt cttgccacct tt 



Sequence: PCR Primer 



20 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



20 



Sequence: PCR Primer 
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<210> 469 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 469 

tcagcacact actcatcgtt ctcaca 

<210> 470 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 470 

tggttacaac aatgaacgca ta 

<210> 471 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 471 

ttaattgtgc tgagggaaga aa 

<210> 472 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



267 



Sequence 
<400> 472 

cttctctacc tgttcagcgc actcga 

<210> 473 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 473 

aagggctgaa ccgtagaata ag 

<210> 474 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 474 

ttattctacg gttcagccct tt 

<210> 475 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 475 

tgtacatgaa acccaagtca aagaaca 

<210> 476 
<211> 22 
<212> DNA 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
Sequence 

<400> 476 

cactccataa gacagcccaa ta 

<210> 477 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 477 

ttaattgtgc tgagggaaga aa 

<210> 478 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 478 

cttctctacc tgttcagcgc actcga 

<210> 479 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 479 

aagggctgaa ccgtagaata ag 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 
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<210> 480 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 480 

ccgtctattc tactgcattt gc 

<210> 481 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 481 

cccaaaatga ttgttgactt gctctctg 

<210> 482 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 482 

atacaaccct gaaaggaaat gg 

<210> 483 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 483 

atgatcttcg ttccaagcat tt 



22 



<210> 484 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 484 

acctctatgc ccggcccttc act 

<210> 485 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 485 

gatggacaca agcttgtcca t 

<210> 486 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 486 

ccaatgtggt agacagcatt tt 

<210> 487 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



Sequence: PCR Primer 



23 



Sequence: PCR Primer 



21 



Sequence: PCR Primer 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 487 

cctccctttg gttactaagc ttgcctg 

<210> 488 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 488 

ctgttggcaa caatgactac ct 

<210> 489 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 489 

aattcatttt gctgggactg a 

<210> 490 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 490 

ttcttctctt tgccctcttc tcggtt 
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<210> 491 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 491 

acccaaaact gtqaccacat ag 

<210> 492 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 492 

aattcatttt gctgggactg a 

<210> 493 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 493 

ttcttctctt tgccctcttc tcggtt 

<210> 494 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 494 

acccaaaact gtgaccacat ag 



22 



<210> 495 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 495 

cagtaacgac ccctaagctt ct 

<210> 496 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 496 

tcatttccta tgaccaatgc attgtg 

<210> 497 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 497 

caaaatgcag gaagaagagt tg 

<210> 498 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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Sequence: PCR Primer 



22 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



<220> 

<223> Description of Artificial 
Sequence 

<400> 498 

tctgataatc atggcctttg ac 

<210> 499 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 499 

tgtagccata tgtaaacccc tgcact 

<210> 500 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 500 

ttgtggctca tgattgtcct at 

<210> 501 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 501 

aacctagctt tcctggacat gt 
<210> 502 



Sequence: PCR Primer 



22 



Sequence : PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 502 

tcatttgcca ctcccaagat gatcag 

<210> 503 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 503 

acatcctcca aaggagatga gt 

<210> 504 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 504 

cagaatttgt gttgcatgga 

<210> 505 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 505 
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ctctgcactt cacgacatct tcaaaa 



<210> 506 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 506 

ccagcataat ggccacatag 

<210> 507 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 507 

cagaatttgt gttgcatgga 

<210> 508 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 508 

ctctgcactt cacgacatct tcaaaa 



<210> 509 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 509 

ccagcataat ggccacatag 

<210> 510 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 510 

ttggcaagca ataaaactct tg 

<210> 511 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 511 

cagttatcac acccttactg aatccga 

<210> 512 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 512 

ggcctcttgc attttcttat tt 



<210> 513 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 513 

tctgataatc atggcctttg ac 

<210> 514 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 514 

tgtagccata tgtaaacccc tgcact 

<210> 515 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 515 

ttgtggctca tgattgtcct at 

<210> 516 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 516 

cagtgacacc agtctcaatg aa 
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<210> 517 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

«500> 517 

cttcatccag acagccacgg tgttag 

<210> 518 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 518 

gaagccataa gacaccgtga ta 

<210> 519 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

«300> 519 

cagtgacacc agtctcaatg aa 

<210> 520 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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Sequence 



<400> 520 

cttcatccag acagccacgg tgttag 

<210> 521 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 521 

gaagccataa gacaccgtga ta 

<210> 522 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 522 

ttctgctgct gctttatgct 

<210> 523 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 523 

cctgggcaac atcctcatcc tcttta 

<210> 524 
<211> 20 
<212> DNA 
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26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



20 



Sequence: PCR Primer 



26 



<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial 
Sequence 

<400> 524 

gcaagctctg ctcttccttt 

<210> 525 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 525 

tcattgacca tttcatctgt ga 

<210> 526 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 526 

ccctctgcta aaactctcct gcactga 

<210> 527 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 527 

caaagagtcc aaagacgtga gt 
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Sequence: PCR Primer 



20 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



27 



Sequence: PCR Primer 



<210> 528 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 528 

taccgatcat agcacatcat ca 

<210> 529 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 529 

tcagacactc tgtaatagca aacgcca 

<210> 530 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 530 

tgctccttgc atacttcaga ct 

<210> 531 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



27 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<400> 531 

attctcaaga acggaggaag at 



22 



<210> 532 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 532 

tttacagcct tttcaacccg atcctg 

<210> 533 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 533 

tctgcattcc taaggctgta ga 

<210> 534 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 534 

attctcaaga acggaggaag at 

<210> 535 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 535 

tttacagcct tttcaacccg atcctg 

<210> 536 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
• Sequence 

<400> 536 

tctgcattcc taaggctgta ga 

<210> 537 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 537 

aggaagatcc tttccctgtt t 

<210> 538 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 538 

tacagccttt tcaacccgat cctgaa 
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<210> 539 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 539 

ctctctttag agcccctttc ac 

<210> 540 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 540 

ccacttctgt gaaatcctgt ct 

<210> 541 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 541 

ctcaagttgg cctgtgctga cacct 

<210> 542 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



25 



Sequence: PCR Primer 
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<400> 542 

gcaaagatga ccacctggtt 

<210> 543 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 543 

cttcttctaa ggttgccgtt ct 

<210> 544 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 544 

ccgggatgtg aaccacctct tctgt 

<210> 545 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 545 

gcttgaggac agacagaatt tc 

<210> 546 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 546 

ctcatgaatc tggtaggacc aa 

<210> 547 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 547 

tgctgaaccc tttgatctat accttgagg 

<210> 548 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 548 

cctgtcctgt gcaatattgt tt 

<210> 549 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 549 

atgatggctt atgaccatta eg 
<210> 550 
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<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 550 

cccttgttgt atacagtcat tatggccca 

<210> 551 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 551 

taagaagcaa ggaccatctg aa 

<210> 552 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 552 

tccagctaga ctctcacctt ca 

<210> 553 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 553 



Sequence: PCR Primer 



29 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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cttagccact tggccctcac tgacat 



<210> 554 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 554 

ggacagtgac agatgaaaag ga 

<210> 555 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 555 

agggcaagtt catagctctg tt 

<210> 556 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 556 

ctacaccgta gtcactcctg cgctga 

<210> 557 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 557 

cgtgttcctc agggtgtaaa ta 

<210> 558 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 558 

ggctgtggtg tctctgtttt ac 



<210> 559 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 559 

catcttcatg tatctccagc cagcca 

<210> 560 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 560 

ctatgaactt gccctgctca t 

<210> 561 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
Sequence 

<400> 561 

ccttcttgga aatttccttc ac 

<210> 562 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 562 

tccaagggtc ctgattagca tcacaa 

<210> 563 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 563 

ccagcaaagc tgatactctt gt 

<210> 564 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 564 

tctccttcat ggagatctgc ta 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 



26 



Sequence: PCR Primer 



22 



Sequence: PCR Primer 
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<210> 565 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 565 

ccaaactcat ctcagatctg ctggct 

<210> 566 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 566 

cccaccaaga tatgactttc ct 

<210> 567 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 567 

caaccagcca cagagatagt tg 

<210> 568 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
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Sequence 
<400> 568 

cttcttgcag gaagccctcc agcatt 26 



<210> 569 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 569 

tctctacacc tccgcagtga t 21 



<210> 570 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 570 

gctcaggtga caactctcat tc 22 



<210> 571 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 571 

tgtgttctgc ctcactattc cttttgga 28 



<210> 572 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 572 

caccacaatt ctggcataag at 

<210> 573 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 573 

agcatcttcc acattgattc c 

<210> 574 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 574 

cttcagcacc tgcagctccc acataa 

<210> 575 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 575 

ccaaagaaca gagaaactgc aa 
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<210> 576 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 576 

ggctgaactc acaccttcat ac 

<210> 577 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 577 

ccccatgtac ttcttcctct ttaacttg 

<210> 578 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 578 

tagcattttg ggtgtaaaca ca 

<210> 579 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 579 

ggctgaactc acaccttcat ac 

<210> 580 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Sequence 

<400> 580 

ccccatgtac ttcttcctct ttaacttg 



<210> 581 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
Sequence 

<400> 581 

tagcattttg ggtgtaaaca ca 
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